CURRICULUM VITAE
1) Date of preparation of CV: March 2023

2) Name and Citizenship: Antonio lavarone, M.D., USA, ltaly

3) Education

- Liceo Ginnasio “Pietro Giannone”, Benevento, Italy (Italian equivalent of College)
1972-1976. Degree achieved: Maturita’ classica (July 1981).

- Medical School, Catholic University, School of Medicine, Rome, ltaly (1981-1987).
Degree achieved: Medical Doctor (Summa cum Laude, July 1987).

4) Postdoctoral Training

Internship

- Pediatric Oncology Post-graduate Training, Division of Pediatric Oncology,
Catholic University, School of Medicine, Rome, Italy (1989-1991).

Residency

- Residency in Pediatrics, Catholic University, School of Medicine, Rome, Italy
(1987-1991).

Post-doctoral Fellowship

- Research Fellow, Preuss Laboratory for Molecular Neuro-oncology, Brain Tumor
Research Center, University of California at San Francisco (UCSF) (12/1990-
8/1994).

- Research Fellow, Howard Hughes Medical Institute and Cell Biology and Genetics
Program, Memorial Sloan-Kettering Cancer Center, New York (9/1994-
8/1998).

5) Board qualification
- Italian Medical Board (Certification achieved in November 1987).
- Italian Board in Pediatrics (Certification achieved in July 1991).

6) Professional organizations and Societies

- American Association for Cancer Research (AACR).
- American Society of Clinical Oncology (ASCO).

- The Harvey Society.

- The Society for Neuro-Oncology (SNO).

7) Academic appointments

- Assistant Professor, Division of Pediatric Oncology, Department of Pediatrics,
Catholic University, School of Medicine, Rome, Italy (3/1995-9/1998).

- Assistant Professor, Department of Neurology and Department of Molecular and
Developmental Biology (DMB), Comprehensive Cancer Center, Albert Einstein
College of Medicine, Bronx, New York (9/1998-6/2001).



- Associate Professor, Department of Neurology and Department of Molecular and
Developmental Biology (DMB), Comprehensive Cancer Center, Albert Einstein
College of Medicine, Bronx, New York (6/2001-8/2002).

- Associate Professor, Department of Neurology and Department of Pathology,
Institute for Cancer Genetics, Member of Herbert Irving Comprehensive Cancer
Center, Columbia University, New York (9/2002-4/2010).

- Full Professor with Tenure, Department of Neurology and Department of
Pathology, Institute for Cancer Genetics, Member of Herbert Irving Comprehensive
Cancer Center, Columbia University, New York (4/2010-9/2022).

- Full Professor with Tenure, Department of Neurosurgery and Department of
Biochemistry, Miller School of Medicine, University of Miami (9/2022-Present).

- Deputy Director, Sylvester Comprehensive Cancer Center, Miller School of
Medicine, University of Miami (9/2022-Present).

8) Honors

- Summa (110/110) Cum Laude, Catholic University, School of Medicine, Rome,
ltaly (1987).

- Summa (50/50) Cum Laude Department of Pediatrics, Catholic University, School
of Medicine, Rome, Italy (1991).

- Fellow, EORTC-NCI (1991).

- Award, American Society of Clinical Oncology (ASCO, 1992).

- Young Investigator Award “Cancer and the Cell Cycle” Symposium, Lausanne
(1996).

- Sinsheimer Scholar Award (1999).

- Fellow, Robert Steel Foundation for Pediatric Cancer Research (1992).

- Physician Fellow, Howard Hughes Medical Institute (HHMI, 1992).

- Fellow, Charles Revson Foundation (1996).

- Mediterranean Award for Sciences and Research, Mediterranean Foundation
(2008).

- Award for Excellence in Adult Translational Research, Society for NeuroOncology
(SNO, 2015).

- Rose Winer Levine Lecturer, Dana-Farber Cancer Institute (2017).

9) Leadership

- Director of the Columbia University Physical Sciences in Oncology Center (PS-
OC) for the integration of big data in experimental and clinical oncology funded by
the National Cancer Institute (NCI)-National Institute of Health (NIH) (June 2015-
present).
https://physics.cancer.gov/network/ColumbiaUniversityCancerlnstitute.aspx
https://psoc.c2b2.columbia.edu/index.php/center-directors/

- Chair of the CANCER GENOME ATLAS-TCGA Working Group for the Big Data
Analysis of Low Grade Glioma-Glioblastoma (AWG LGG-GBM) (December 2013-
present).

https://tcga-data.nci.nih.gov/docs/publications/Igggbm 2016/



https://physics.cancer.gov/network/ColumbiaUniversityCancerInstitute.aspx
https://psoc.c2b2.columbia.edu/index.php/center-directors/
https://tcga-data.nci.nih.gov/docs/publications/lgggbm_2016/

Cell, 164:550-563, 2016;

- Director of the Genomic Landscape In_NF1-mutant Glioma (The LANDING
Consortium), the largest international network of investigators for the collection and
analysis of glioma tumors in patients with Neurofibromatosis-type 1 (June 2016-
present).

- NCI Outstanding Investigator Award (R35): application R35-CA253183 reviewed
on 2/22/2021 received the Impact Score: 10.

10) Grant support

Completed Research Support

- Fellowship from the Italian Association for Cancer Research (AIRC) (1989-1991).
- Exchange Fellowship from EORTC-NCI (1991-1992).

- Fellowship from the Robert Steel Foundation for Pediatric Cancer Research (June
1992).

- Fellowship for Physicians from Howard Hughes Medical Institute (January 1992-
December 1995).

- Fellowship from the Charles Revson Foundation of the Clinical Scholars Training
Program of Memorial Sloan-Kettering Cancer Center, New York (February 1996-
February 1998).

- Principal Investigator, American Cancer Society Institutional Research Grant.
(11/1/1999-10/31/2000).

- Principal Investigator, Research Grant from L.I.L.A.C. (Long Island League to
Abolish Cancer) (2000-2019).

- Principal Investigator, Charlotte Geyer Cancer Foundation (8/1/2005-7/31/2006).
- Principal Investigator, Activities to Promote Research Collaborations (APRC) from
NCI-NIH, collaborative grant supplement to R01-CA85628 (4/1/2003-3/31/2005).

- Principal Investigator, NIH/NCI R01-CA85628-10 “Id2 in cell cycle regulation and
cancer”. (4/5/2000-7/31/2013).

- Principal Investigator NIH/NCI R01-CA127643-03 “Mechanisms and regulation of
post-translational modifications of Id proteins”. (12/1/2007-11/30/2013).

- Principal Investigator, NIH/NINDS R01-NS061776-01, “Computational analysis
of human high-grade gliomas”. (9/1/2009-8/31/2015).

- Co-P.l, NIH/NCI R01-CA131126-01 “The Ureb1 ubiquitin ligase in neural stem
cells and cancer” (9/1/2008-7/31/2013, P.l. Anna Lasorella).

- Co-Investigator, NIH/NCI CA101644-07 “The role of Id protein in tumor
development and angiogenesis in the brain”. (6/1/2009-8/31/2015; P.l. Anna
Lasorella).

- Principal Investigator, Brain Tumor and Development Fellowships Program of the
Welfare Ministry of Italy supporting Fellowships and Research costs for Ten Post-
Doctoral Fellows (1/1/2007-6/30/2016).

- Principal Investigator, The Chemotherapy Foundation grant “The N-Myc
oncoprotein and its ubiquitin ligase Ureb1 as master regulators of cancer stem cells
in malignant glioma” (1/1/2008-12/31/2017).




- Principal Investigator, Collaborative Research Agreement with Astra Zeneca
“Characterization and therapeutic exploitation of determinants of drug sensitivities
in gliomasphere cultures from GBM patients” (7/1/14-6/30/18).

- Principal Investigator, Collaborative Research Agreement with Taiho “Efficacy
study of TAS-120 in primary GBM cells harboring FGFR-TACC fusions” (12/1/15-
12/1/17).

- Co-Investigator, “NIH/NCI Grand Opportunity” RC2CA148308-0110 “Systems
Biology of Tumor Progression and Drug-Resistance” (9/30/2010-8/31/2018).

- Co-Investigator, NIH/NCI R01CA185486 “Reconstruction of Evolutionary
Networks using Cross-Sectional Genomic Data” (4/1/2014-3/31/2018; P.l. Anna
Lasorella, Raul Rabadan).

- Principal Investigator, NIH/NCI-RO1CA179044, “Identification and modeling of
driver genetic modules in glioblastoma”. (12/1/2013-12/1/2018).

- Principal Investigator, NIH/NCI-R01CA178546, “The mechanisms driving brain
oncogenesis by FGFR-TACC gene fusions”. (7/1/2014-6/30/2019).

- Principal Investigator, NIH/NCI-1U54CA193313, “Topology of cancer evolution
and heterogeneity” (5/19/2015-4/30/2021).

- Principal Investigator, NIH/NCI-1R01CA190891, “The role of the LZTR1 ubiquitin
ligase in stem cells and cancer” (5/15/2015-4/30/2021).

- Principal Investigator, Children Tumor Foundation (CTF) Synodos Network
Project “Identification, functional characterization and therapeutic exploitation of the
integrated landscape of genetic and epigenetic alterations in glioma from patients
with NF1” (10/1/1015-10/1/2020).

- Co-Principal Investigator, NIH-NCI Care Project for the single cell sequencing
analysis of human glioblastoma, (9/1/2018-6/30/2022).

- Principal Investigator, NIH/NCI-1R01CA239698, “The HUWE1 ubiquitin ligase
regulates mitosis, genomic stability and oncogenesis” (7/1/2019-6/30/2022).

Active Research Support

- Principal Investigator, NIH/NCI-R35CA253183, “Oncogenic mechanisms,
molecular stratification and therapeutic targets of brain tumors” (9/24/2021-
8/31/2028).

- Principal Investigator, Department of Defense (DOD) NF190039, “Dissecting the
tumor microenvironment of glioma from Neurofibromatosis 1 patients by single cell
analysis” (6/1/2020-5/31/2023).

- Principal Investigator (MPI), NCI- RO1CA268592, “Evolution and targeting of the
functional states of glioblastoma” (6/30/2022-6/29/2027).

- co-Investigator, RO1CA270365, “Circulating Cell-free DNA Methylation as an
accurate tool for detection and clinical follow-up of Glioma” (04/01/2023-
03/31/2028).

- Deputy Director, P30CA240139, “The Sylvester Cancer Center Support Grant”
(07/01/2019-06/30/2024).

11a) Other professional activities: Editorial
Meeting Organizer




- 3rd International Symposium “Basic-Helix-Loop-Helix genes: Regulators of
Normal Development and Indicators of Malignant Transformation”, May 9-10, 2005,
Rome, ltaly.

- Organizer and Chair of the session “Quantitative Biology in Neuro-Oncology” at
the Society for NeuroOncology (SNO) Annual Meeting, San Francisco, California,
November 16-19, 2017.

- Organizer and Chair of the Major Symposium “The Next Generation of Precision
Cancer Medicine: Recognizing and Exploiting the Complexity, AACR Annual
Meeting March 29-April 3, 2019, Atlanta, Georgia.

- Organizer and Chair of the session “Mechanisms of Tumor Evolution and Drug
Resistance” at the Society for NeuroOncology (SNO) Annual Meeting, Phoenix,
Arizona, November 21-24, 2019.

- Organizer and Chair of the Section “Molecular and Cellular Biology, Genetics” at
the AACR Annual Meeting 2021, April-May 2021.

Editorial board membership
- Editorial board member of Science Signaling (2015-present).
- Editorial board member of Cancer Research (2011-2015).
- Editorial board member of Cell Division (2009-present).

Reviewer for the following journals:
- Nature

- Science

- Cell

- Nature Genetics

- Nature Medicine

- Nature Cell Biology

- Nature Biomedical Engineering
- Nature Biotechnology

- Science Signaling

- Developmental Cell

- Molecular Cell

- Genes & Development

- Neuron

- Cell Reports

- EMBO Journal

- EMBO Reports

- EMBO Molecular Medicine

- ELife

- PLOS

- PLOSOne

- Molecular and Cellular Biology
- Journal of Cell Biology

- Journal of Neuroscience




- Oncogene

- Journal of Clinical Investigation
- Cancer Research

- Clinical Cancer Research

- Cell Growth and Differentiation
- International Journal of Cancer
- Journal of Neuroscience Research
- Journal of Neuroncology

- The FASEB Journal

- Neuroscience

- Brain Research

- Neural Development

- Molecular Brain Research

- Cell Death and Differentiation.

11b) Other professional activities: Consultative

- Permanent Member of CSRS (Cellular Signaling and Regulatory Systems) Study
Section, NIH, July 1, 2008-June 30, 2012.

- Ad hoc reviewer for P01 site visit for the National Cancer Institute/National
Institutes of Health (NCI/NIH), June 2002, June 2003.

- Ad hoc reviewer, NCI subcommittee C, August 2002.

- Ad hoc Member of CSD (Cell Signaling and Dynamics) Study Section, NIH,
October 12-13, 2006; February 15-16, 2007.

- Ad hoc Member of CSRS (Cellular Signaling and Regulatory Systems) Study
Section, NIH, June 7-8, 2007; January 31-February 1, 2008.

- Ad hoc Member of MONC (Molecular Oncogenesis) Study Section, NIH,
September 24-25, 2007; June 9-10, 2008.

- Ad hoc reviewer for project grants submitted to the Association for International
Cancer Research, United Kingdom, March 2008.

- Member of the Cancer Research UK (CRUK) Expert Review Panel for the
Evaluation of CRUK Programme Awards, September 2014.

- Member of the Scientific Advisory Board of the Biotechnology company
Angiogenex, 2001- present.

- Member of the Steering Committee of the Human Genetic Foundation Institute
(HuGeF) in Turin, Italy (November 2016-Present).

- Member of the Cancer Research UK (CRUK) Expert Review Panel for the
Evaluation of CRUK Programme Awards, February 2017.

- Permanent Member of CG (Cancer Genetics) Study Section, NIH, July 1, 2016-
June 30, 2022.

- Member of the Peer Review Panel for the evaluation of NIH-RFA-CA-15-014
“Research Centers for Cancer Systems Biology Consortium (CSBC Research
Centers)” (U54), June 22-23, 2017.

- Member of the Advisory Committee of the Pan-Asian Glioma Genome Atlas
(AGGA) project (May 2017-present).



- Member of the Scientific Advisory Board of AIMED-Bio (April 2019-present).

- Chair of the Scientific Advisory Board of the SIRIC-CURAMUS Cancer Center at
the Pitie-Salpetriere Hospital-Curie University, Paris (France, November 2019).

- Member of the Scientific Advisory Board of the Dana Farber-Harvard
Comprehensive Cancer Center (Boston, December 2019, October 2020).

Selected invited lectureships

- October 21, 2002. 2nd International Symposium “Basic Helix-loop-Helix genes:
Regulators of Normal Development and Indicators of Malignant Development”,
Amsterdam, Netherlands.

- November 16-18, 2003. “Molecular Differentiation of Benign and Malignant
Pheochromocytomas and Neuroblastomas", Banbury Center, Cold Spring Harbor
Laboratory.

- September 9, 2005. Merck Research Laboratories. Boston.

- February 10, 2006. Memorial Sloan Kettering Cancer Center, New York.

- October 20, 2006. European Institute of Oncology (IEO), Milan, Italy.

- October 22-27, 2006. Ubiquitin — New insights into regulation and function in
chronic diseases and cancer. The Hebrew University of Jerusalem, Israel.

- May 17-18, 2007. 41" International Symposium on Basic Helix-Loop-Helix Genes:
Development and Diseases. Kyoto, Japan.

- August 28, 2007. MD Anderson Cancer Center, Houston, Texas.

- November 5, 2007. 4" annual symposium Christopher Reeve “Hot Topics in Stem
Cell Biology”, satellite symposium of the 37" Neuroscience meeting, San Diego,
California.

- March 18, 2008. The Beatson Institute, Glasgow, UK.

- June 15-20, 2008. FASEB 2008 Meeting “Ubiquitin and cellular regulation”. Saxton
River, Vermont.

- July 5-8, 2008. 20" Meeting of the European Association for Cancer Research
(EACR20), Lyon, France.

- December 17, 2008. Ohio State University, Columbus, Ohio.

- May 7-8, 2009. 5™ International Symposium on Basic Helix-Loop-Helix Genes:
Development and Diseases. London, UK.

- September 22-26, 2009. EMBO Conference “Ubiquitin and ubiquitin-like modifiers
in health and disease”, Riva del Garda, Italy.

- November 19, 2009. The New York Academy of Sciences “Systems Biology Meets
Developmental Biology”

- December 2, 2009. Indiana University Medical School, Indianapolis, Indiana.

- Chairperson of the session “Genomics and Genetics of Brain Cancers:
Approaches to "Personalize" Brain Tumor Therapy” at the AACR Special
Conference “Genetics and Biology of Brain Cancer”, San Diego, December 12-15,
2009.

- October 22, 2010. University of California at San Francisco 2010 Cancer Center
Symposium “The Biology and Treatment of Brain Cancers”.




- The 6" BHLH International Symposium, Transcriptional Control of Development
and Disease, May15-17, 2011, Shanghai, China. Lecture on “Neural stem cells and
Cancer”.

- AACR Meeting, March 31-April 4, 2012 Chicago. “Current Concepts and
Controversies in Organ Site Research Session Title: Adult and Pediatric Brain
Tumors: Current Concepts and Controversies.

- April 23, 2012, Memorial Sloan Kettering Cancer Center, New York, “The master
regulators of stem cells and cancer in the brain”

- MISAM 2013 Primary and Metastatic Brain Cancer, Montreal, Canada, June 11-
14, 2013 Lecture on “The drivers of oncogenesis and master regulators of
glioblastoma”.

- Montreal Neurological Institute Retreat, October 25-27, 2013, St. Sauveur,
Quebec, Canada.

- November 20-24, 2013. World Federation of Neuro-Oncology Meeting/Society for
Neuro-Oncology's 18th Annual Scientific Meeting. Lecture on “The drivers of
oncogenesis and master regulators of glioblastoma”.

- June 6-8, 2014, Children’s Tumor Foundation meeting in Washington, DC. Lecture
on “The landscape of genetic alterations and opportunities for personalized therapy
in brain tumors”.

- October 13, 2015, Georgetown University, Washington, Keynote Speaker “The
Road to the future: personalized therapy of cancer”.

- November 11-13, 2015, The Preuss Foundation Seminar in La Jolla, California
on “Changing the Game: Opportunities and Challenges for a New Generation of
Primary Brain Tumor Therapeutics”.

- November 18-22, 2015. Society for Neuro-Oncology (SNO) Annual Meeting
Presentation, San Antonio, Texas, "Therapeutic vulnerabilities and resistance
mechanisms for the precision medicine of glioblastoma" selected for Adult
Translational Research Award.

- March 1, 2016. Symposium on Precision Medicine in the Region of Southern
Denmark, Odense, Denmark, Keynote lecture, “Precision medicine and drivers of
glioblastoma”

- March 30, 2016. BIO KOREA Annual Meeting, Seoul, Korea. Invited Lecture on
“Personalized Cancer Medicine”.

- September 8, 2016. University of Luxembourg, Keynote Lecture “The drivers of
oncogenesis and therapeutic opportunities in glioblastoma”.

- September 23, 2016, Cancer Stem Cell Conference, Case Western Reserve
University, Cleveland (Ohio), Keynote Speaker, “The ID2-VHL-HIF Pathway for the
Cancer Stem Cell State”.

- March 28, 2017. Dana Farber Cancer Institute, Harvard Medical School, Boston.
The Rose Winer Levine Lecture “The Drivers of Oncogenesis of Malignant Glioma”.
- May 4, 2017. World Federation of NeurOncology (WFNO) meeting, Invited
WFNOS-EORTC Educational lecture “Fusion genes in glioma”.

- June 13, 2018. Manchester Cancer Research Centre, Manchester, UK. Invited
Lecture “Mechanisms of oncogenesis and precision therapy of brain tumors”.



- November 13-17, 2018. Society for Neuro-Oncology (SNO) Annual Meeting, New
Orleans, Louisiana, Invited Speaker at the Sunrise Session “Clonal Evolution of
Adult and Pediatric Glioma”. Title of the Lecture: “Functional characterization of
tumor and non-tumor cells in glioblastoma”.

- March 14-16, 2019. The 3rd Annual Meeting of Society for Neuro-Oncology of
China, Xian, China. Keynote Lecture “Mechanisms of oncogenesis and precision
medicine of glioblastoma”.

- March 29-April 3, 2019. Invited Speaker and Chair of the Major Symposium “The
Next Generation of Precision Cancer Medicine: Recognizing and Exploiting the
Complexity”, AACR Annual Meeting, Atlanta, Georgia. Title of the Lecture:
“Biological pathway-based tumor classification to inform pharmacological
vulnerability”.

- April 17, 2019. Massachusetts General Hospital (MGH) Center for Cancer
Research. Invited Lecture “The mechanism of oncogenesis of glioma”.

- June 20, 2019. Mayo Clinic Arizona, Phoenix, Arizona. Invited Lecture, Mayo
Clinic Science of Medicine Seminar Series. Title of the Lecture: “The drivers of
oncogenesis of brain tumors: a model for precision medicine”.

- July 3-5, 2019. The British Neuro-Oncology Society Annual Meeting, London, UK,
Keynote Lecture “Mechanisms of oncogenesis and precision medicine of
glioblastoma”.

- September 26-28, 2019. JCA-AACR Joint Sessions at the 78" Annual Meeting of
the JCA, in Kyoto, Japan. Invited Lecture: “The mechanism of glioma progression
and evolution”.

- November 16-19, 2017. Society for Neuro-Oncology (SNO) Annual Meeting, San
Francisco, California, Invited Speaker at the Sunrise Session “Clonal Evolution of
Glioma”.

- November 7, 2019. Tulane Cancer Center, New Orleans. Invited Lecture “The
mechanism of oncogenesis and precision therapy of glioma”.

- November 22, 2019. Society for Neuro-Oncology (SNO) Annual Meeting, Phoenix,
Arizona, Invited Speaker at the Sunrise Session “Noncoding Epigenomics and
Genomics of CNS Tumors”. Title of the Lecture: “The molecular landscape of
glioma in patients with Neurofibromatosis type 1”

- November 24, 2019. Society for Neuro-Oncology (SNO) Annual Meeting, Phoenix,
Arizona, Invited Speaker and Chair of the Sunrise Session “Mechanisms of Tumor
Evolution and Drug Resistance”. Title of the Lecture: “Biological pathway-based
evolution of glioma to inform pharmacological vulnerability”.

- April 10, 2021. Section Chair for the AACR Annual Meeting 2021 Title of the
Session: “Multiomics and Single Cell Deconvolution of Cancer: From Discovery to
Patient Stratification and Treatment”.

- November 21, 2021. Society for Neuro-Oncology (SNO) Annual Meeting, Boston,
Massachusetts, Invited Speaker of the Session “Single Cell Sequencing”. Title of
the Lecture: “Functional states and multi-omics of sporadic and syndromic glioma”.



-May 19, 2022. Society for Neuro-Oncology (SNO) Brain Tumor Meeting, Berlin,
Germany, Internationally renowned plenary speaker. Title of the Lecture:
"Mechanisms of oncogenesis and precision medicine of glioblastoma"

-June 27, 2023, Gordon Research Conference Basic Mechanisms to Clinical Trials
in Brain Tumors, Smithfield, Rhode Island, Invited Speaker. Title of the Lecture:
"Next-Generation Multi-Omics Classification and Therapeutic Stratification of
Glioblastoma"

-August 8, 2023. HKUST Red Bird Visiting Scholars Lecture Series, Hong Kong,
Chine - Invited Speaker of the Session Title of Lecture: “Next Generation
Classification and Therapeutic Stratification of Glioma”

-November 18, 2023. Society for Neuro-Oncology (SNO) Annua Meeting,
Vancouver, Canada. Invited Speaker

-December 4, 2023. AICC Translational and Precision Medicine International
Meeting, San Basilio, Italy, Key Note Speaker. Title of the Lecture: “Next-generation
multi-omics classification and therapeutic stratification of tumor subtypes”

12) Bibliography

Original, peer reviewed articles

1. Masullo C., Pocchiari M., Neri G., Casaccia P., lavarone A., Ladogana A.,
Macchi G. A retrospective study of Creutzfeldt-Jacob disease in ltaly (1972-1986).
Eur. J. Epidem. 4: 482-487, 1988.

2. lavarone A., Eboli M.L., Osti M., Redler A., Pocchiari M., Russo M.A. 3-D
Changes in neuroblastoma/glioma hybrid (NG108-15). Cell differentiation as
studied by SEM and TEM. Prog. Clin. Biol. Res., 295: 377-382, 1989.

3. lavarone A., Servidei T., Riccardi R., Lasorella A., Mastrangelo R. Specific
uptake of 125-I-metaiodobenzylguanidine in human neuroblastoma cell lines is
associated with the neuroblastic cell type. Prog. Clin. Biol. Res., 366:447-454, 1991.

4. lavarone A., Lasorella A., Servidei T., Riccardi R., Troncone L., Mastrangelo R.
Biology of metaiodobenzylguanidine interactions with human neuroblastoma cells.
J. Nuc. Biol. Med., 35(4):186-190, 1991.

5. Mastrangelo R; Lasorella A; Troncone L; Rufini V; lavarone A; Riccardi R.
[131l]metaiodobenzylguanidine in neuroblastoma patients at diagnosis. J. Nuc.
Biol. Med., 35(4):252-254, 1991.

6. Mastrangelo R, Lasorella A, lavarone A, Troncone L. Urinary vanilmandelic acid

and homovanillic acid: markers of two distinct cell populations in neuroblastoma?
Ped. Hem. Onc., 8(4):379-381, 1991.

10



7. lavarone A., Matthay K.K., Steinkirchner T.M. , Israel M.A. Germ-line and
somatic p53 mutations in multifocal osteogenic sarcoma. Proc. Natl. Acad. Sci.
USA 89: 4207-4209, 1992.

8. lavarone A., Lasorella A., Servidei T., Riccardi R., Mastrangelo R. Uptake and
storage of m-iodobenzylguanidine are frequent neuronal functions of human
neuroblastoma cell lines. Cancer Res., 53(2):304-309, 1993.

9. Mastrangelo R; Lasorella A; lavarone A; Rufini V; Troncone L; Danza F; Riccardi
R. Critical observations on neuroblastoma treatment with 131-I-
metaiodobenzylguanidine at diagnosis. Med. Ped. Onc., 21(6):411-415, 1993.

10. * lavarone A., Garg P., Lasorella A., Hsu J., Israel M.A. The helix-loop-helix
protein Id-2 enhances cell proliferation and binds to the retinoblastoma protein.
Genes & Dev., 8(11):1270-1284, 1994.

11. Riccardi R., Riccardi A., Lasorella A., Di Rocco C., Carelli G., Tornesello A.,
Servidei T., lavarone A., Mastrangelo R. Clinical Pharmacokinetics of Carboplatin
in Children. Cancer Chem. Pharmacol., 33(6):477-483, 1994.

12. Mastrangelo R., Lasorella A., Riccardi R., Colosimo C., lavarone A., Tornesello
A., Ausili-Cefaro G., Di Rocco C. Carboplatin in childhood medulloblastoma/PNET:
feasibility of an_in vivo sensitivity test in an "up front" study. Med. Ped. Onc.,
24(3):188-196, 1995.

13. Chen P., lavarone A., Fick J., Edwards M.S., Prados M.D., Israel M.A.
Constitutional p53 mutations associated with brain tumors in young adults. Cancer
Genet. & Cytogenet., 82(2):106-115, 1995.

14. Jensen S., Paderanga D.C., Chen P.C., Olson K., Edwards M., lavarone A.,
Israel M.A., Shannon K. Molecular analysis at the NF1 locus in astrocytic brain
tumors. Cancer, 76(4):674-677, 1995.

15. Reynisdottir I., Polyak K., lavarone A., Massague J. (The first three authors
contributed equally to this study ) Kip/Cip and Ink4 Cdk inhibitors cooperate to
induce cell cycle arrest in response to TGF-beta. Genes & Dev., 9(15):1831-1845,
1995.

16. Servidei T., lavarone A., Lasorella A., Mastrangelo S., Riccardi R. Release

mechanisms of [125]]meta-iodobenzylguanidine in neuroblastoma cells: evidence
of a carrier-mediated efflux. Eur. J. Cancer, 31A(4):591-595, 1995.

11



17. Lasorella A., lavarone A., Israel MA. Differentiation of neuroblastoma enhances
Bcl-2 expression and induces alterations of apoptosis and drug resistance. Cancer
Res., 55(20):4711-4716, 1995.

18. Lasorella A., lavarone A., Israel MA. 1d2 specifically alters regulation of the cell
cycle by tumor suppressor proteins. Mol. Cell. Biol. 16 (6):2570-2578, 1996.

19. Orlow I, lavarone A., Cridermiller Sj., Bonilla F., Latres E., Lee MH., Gerald
WL., Massague' J., Weissman BE., Cordon-Cardo' C. Cyclin-dependent kinase
inhibitor p57(Kip2) in soft tissue sarcomas and Wilms tumors. Cancer Res., 56
(6):1219-1221, 1996.

20. Liu M. , lavarone A., Freedman L.P. Transcriptional activation of the human
p21WAF1/CIP1 gene by retinoic acid receptor. Correlation with retinoid induction
of U937 cell differentiation. J. Biol. Chem. 271 (49): 31723-31728, 1996.

21. Hiyama H., lavarone A., LaBaer J., Reeves S.A. Regulated ectopic expression
of cyclin D1 induces transcriptional activation of the cdk inhibitor p21 gene without
altering cell cycle progression. Oncogene, 14:2533-2542, 1997.

22. lavarone A., Massague' J. Repression of the Cdk activator Cdc25A and cell
cycle arrest by cytokine TGF-f in cells lacking the Cdk inhibitor pl5. Nature (Letter),
387:417-422, 1997.

23. Mastrangelo R., Tornesello A., Lasorella A., lavarone A., Mastrangelo S.,
Riccardi R., Diociaiuti L., Rufini V., Pession A., Troncone L. Optimal use of the 131-
I-metaiodobenzylguanidine and cisplatin combination in advanced neuroblastoma.
J. Neuroncol. 31:153-158, 1997.

24. Hiyama H., lavarone A., Reeves S.A. Regulation of the cdk inhibitor p21 gene
during cell cycle progression is under the control of the transcription factor E2F.
Oncogene, 16:1513-1523, 1998.

25. lavarone A. & Massague' J. E2F and histone deacetylase mediate TGFf
repression of cdc25A during keratinocyte cell cycle arrest, Mol. Cell. Biol., 19:916-
922, 1999.

26. Rots N.Y., lavarone A., Bromleigh V., Freedman L.P. Induced differentiation of
U937 cells by 1,25-dihydroxyvitamin D3 involves cell cycle arrest in G1 that is
preceded by a transient proliferative burst and an increase in cyclin expression.
Blood 93:2721-2729, 1999.

12



27.Bouzahzah B., Fu M., lavarone A., Factor V.M., Thorgeirsson S.S., Pestell R.G.
Transforming growth factorp-1 recruits histone deacetylase 1 to a p130 repressor
complex in transgenic mice in vivo. Cancer Res. 60:4531-4537, 2000.

28. * Lasorella A., Noseda M., Beyna M., lavarone A. Id2 is a target of the
retinoblastoma protein and mediates signalling by Myc oncoproteins. Nature
(Article), 407:592-598, 2000.

29. Park D.S., Razani B., Lasorella A., Schreiber-Agus N., Pestell R.G., lavarone
A., Lisanti M.P. Evidence that Myc isoforms transcriptionally repress caveolin-1
gene expression via INR-dependent mechanism. Biochemistry 40:3354-3362,
2001.

30. * Wainwright LJ, Lasorella A, lavarone A. Distinct mechanisms of cell cycle
arrest control the decision between differentiation and senescence in human
neuroblastoma cells. Proc Natl Acad Sci U S A 98:9396-9400, 2001.

31. * Lasorella A, Boldrini R, Dominici C, Donfrancesco A, Yokota Y, Inserra A,
lavarone A. Id2 is critical for cellular proliferation and is the oncogenic effector of
N-myc in human neuroblastoma. Cancer Res. 62:301-306, 2002.

32. * Russell RG, Lasorella A, Dettin LE, lavarone A. |d2 drives differentiation and
suppresses tumor formation in the intestinal epithelium. Cancer Res. 64:7220-5,
2004.

33. * lavarone, A, E. R. King, X. M. Dai, G. Leone, E. R. Stanley, and A. Lasorella.
Retinoblastoma promotes definitive erythropoiesis by repressing 1d2 in fetal liver
macrophages. Nature, 432:1040-1045, 2004 (see also News and Views, Palis J.
Developmental biology: no red cell is an island Nature 432:964-965, 2004).

34. Light W, Vernon AE, Lasorella A, lavarone A, Labonne C. Xenopus 1d3 is
required downstream of Myc for the formation of multipotent neural crest progenitor
cells. Development. 132:1831-1841, 2005.

35. * Lasorella, A., G. Rothschild, Y. Yokota, R. G. Russell, A. lavarone. |d2
mediates tumor initiation, proliferation and angiogenesis in Rb mutant mice. Mol
Cell Biol 25:3563-3574, 2005.

36. * Lasorella A., lavarone A. The protein ENH is a new cytoplasmic sequestration
factor for Id2 in normal and tumor cells from the nervous system. Proc. Natl. Acad.
Sci. USA., 103:4976-4981, 2006.

13



37. Rothschild G., Zhang X-D., lavarone A., Lasorella, A. E proteins and Id2
converge on p57KiP2 to regulate cell cycle in neural cells. Mol Cell Biol 26:4351-
4361, 2006.

38. * Lasorella A., Stegmuller J., Guardavaccaro D., Liu G., Carro M.S., Rothschild
G., de la Torre-Ubieta L., Pagano M., Bonni A., lavarone A. Degradation of |d2 by
the Anaphase Promoting Complex couples cell cycle exit and axonal growth.
Nature, 442:471-474, 2006 (see also News & Views, Jackson P. Nature, 442:365-
366, 2006; Research Highlights, Degrading Id. Nature Reviews Neuroscience,
7:592, 2006; Making the Paper. Nature 442(7101)xiii, 2006).

39. Guardavaccaro D., Frescas D., Dorrello N.V., Peschiaroli A., Multani A.S.,
Cardozo T., Lasorella A., lavarone A., Chang S., Hernando E., Pagano M. Control
of chromosome stability by the B-TrCP-REST-Mad2 axis. Nature, 452:365-369,
2008

40. * Zhao X., Ik-Tsen Heng J., Guardavaccaro D., Jiang R., Pagano M., Guillemot
F., lavarone A., Lasorella A. The HECT-domain ubiquitin ligase Huwe1 controls
neural differentiation and proliferation by destabilizing the N-Myc oncoprotein.
Nature Cell Biology, 10:643-653, 2008.

41. * Zhao X., D’Arca D., Lim W.K., Brahmachary M., Carro M. S., Ludwig T.,
Guillemot F., Aldape K., Califano A., lavarone A., and Lasorella A. Regulation of
neural stem cells, neurogenesis and cortical lamination by Huwe1 ubiquitin ligase,
a new tumor suppressor gene for malignant brain tumors. Developmental Cell,
17:210-221, 2009.

42.* Carro M.S., Lim W.K., Alvarez M.J., Bollo R.J., Zhao X., Snyder E.Y., Sulman
E.P., Anne S.L., Doetsch F., Colman H., Lasorella A, Aldape K., Califano A,
lavarone A. A transcriptional module synergistically initiates and maintains
mesenchymal transformation in the brain. Nature (Article), 463: 318-325, 2010 (see
also Research Highlights, Network Spreading. Nature Reviews Cancer, 10:80-81,
2010).

43. Coma S., Amin D., Shimizu A., Lasorella A., lavarone A., Klagsbrun M. 1d2
promotes tumor cell motility and invasion through transcriptional repression of
Semaphorin 3F. Cancer Research, 70:3823-3832, 2010.

44.* D’Arca D., Zhao X., Xu W., Ramirez N., lavarone A., Lasorella A. The Huwe1
ubiquitin ligase is essential to synchronize neuronal and glial differentiation in the
developing cerebellum. Proc Natl Acad Sci U S A, 107:5875-5880, 2010.

45. Schreiber SL, Shamji AF, Clemons PA, Hon C, Koehler AN, Munoz B, Palmer

M, Stern AM, Wagner BK, Powers S, Lowe SW, Guo X, Krasnitz A, Sawey ET,
Sordella R, Stein L, Trotman LC, Califano A, Dalla-Favera R, Ferrando A, lavarone

14


http://www.ncbi.nlm.nih.gov/pubmed?term=%22Schreiber%20SL%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Shamji%20AF%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Clemons%20PA%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Hon%20C%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Koehler%20AN%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Munoz%20B%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Palmer%20M%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Palmer%20M%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Stern%20AM%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Wagner%20BK%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Powers%20S%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Lowe%20SW%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Guo%20X%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Krasnitz%20A%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Sawey%20ET%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Sordella%20R%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Stein%20L%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Trotman%20LC%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Califano%20A%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Dalla-Favera%20R%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Ferrando%20A%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Iavarone%20A%22%5BAuthor%5D

A, Pasqualucci L, Silva J, Stockwell BR, Hahn WC, Chin L, DePinho RA, Boehm
JS, Gopal S, Huang A, Root DE, Weir BA, Gerhard DS, Zenklusen JC, Roth MG,
White MA, Minna JD, MacMillan JB, Posner BA. Towards patient-based cancer
therapeutics. Nat Biotechnol. 28:904-906, 2010.

46. Jones-Mason ME, Zhao X, Kappes D, Lasorella A, lavarone A, Zhuang Y. E
protein transcription factors are required for the development of CD4(+) lineage T
cells. Immunity. Mar 23;36(3):348-61, 2012.

47. Barrett LE, Granot Z, Coker C, lavarone A, Hambardzumyan D, Holland EC,
Nam HS, Benezra R. Self-renewal does not predict tumor growth potential in
mouse models of high-grade glioma. Cancer Cell 17;21(1):11-24, 2012.

48. * Niola F, Zhao X, Singh D, Castano A, Sullivan R, Lauria M, Nam HS, Zhuang
Y, Benezra R, Di Bernardo D, lavarone A, Lasorella A. Id proteins synchronize
stemness and anchorage to the niche of neural stem cells. Nat. Cell. Biol. 14:477-
487, 2012 (see also News and Views Nat Cell Biol. 2012, 14:450-452, Research
Highlights Nat Rev Mol Cell Biol. 2012 13:278).

49. Lin YY, Jones-Mason ME, Inoue M, Lasorella A, lavarone A, Li QJ, Shinohara
ML, Zhuang Y. Transcriptional Regulator 1d2 Is Required for the CD4 T Cell
Immune Response in the Development of Experimental Autoimmune
Encephalomyelitis. J Immunol. 189:1400-1405, 2012.

50. * Singh D., Chan JM, Zoppoli P, Niola F, Sullivan R, Castano A, Liu EM,
Reichel J, Porrati P, Pellegatta S, Qiu K, Gao Z, Ceccarelli M, Riccardi R, Brat DJ,
Guha A, Aldape K, Golfinos JG, Zagzag D, Mikkelsen T, Finocchiaro G, Lasorella
A, Rabadan R, lavarone A. Transforming Fusions of FGFR and TACC Genes in
Human Glioblastoma Science 337:1231-1235, 2012. [see also Nature Reviews
Cancer (12: 585, 2012). RESEARCH HIGHLIGHTS “Glioblastoma: Transforming
fusions induce aneuploidy”, Cancer Discovery (2: 761, 2012). RESEARCH
WATCH “FGFR-TACC Fusion Proteins Are Oncogenic in Glioblastoma”, Nature
Medicine (18: 1472, 2012). RESEARCH HIGHLIGHTS “Finding Fusions”, Science
Signaling (5: ec238, 2012). EDITORS’ CHOICE “Oncogenic TACC-tics”, Nature
Reviews Clinical Oncology (9: 550, 2012). RESEARCH HIGHLIGHT “Constitutive
fusion-protein kinase activity identified in GBM”, SciBX: Science-Business
eXchange 5(34); doi:10.1038/scibx.2012.893, Neurology Today (12: P 27, 2012).
ARTICLE IN BRIEF “Two New Mutations Identified as Potential Therapeutic
Targets for Glioblastoma Multiforme”, HemOnc Today (September 10, 2012).
NEWS “Some cases of glioblastoma caused by two fused genes, The Wall Street
Journal (July 26, 2012) BY RON WISLOW “Some Brain Tumors Are Linked to a
Gene Defect”, NCI-The Cancer Genome Atlas (December 18, 2012) BY PRITTY
PATEL JOSHI “Researchers use TCGA Glioblastoma data in the discovery of a
novel fusion gene implicated in a subset of brain tumors”, NCI Cancer Bulletin
9(16) page 3, August 7, 2012 “Discovery of fused genes in brain cancer points to

15


http://www.ncbi.nlm.nih.gov/pubmed?term=%22Iavarone%20A%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Pasqualucci%20L%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Silva%20J%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Stockwell%20BR%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Hahn%20WC%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Chin%20L%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22DePinho%20RA%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Boehm%20JS%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Boehm%20JS%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Gopal%20S%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Huang%20A%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Root%20DE%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Weir%20BA%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Gerhard%20DS%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Zenklusen%20JC%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Roth%20MG%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22White%20MA%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Minna%20JD%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22MacMillan%20JB%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed?term=%22Posner%20BA%22%5BAuthor%5D
http://www.ncbi.nlm.nih.gov/pubmed/22522714.1
http://www.ncbi.nlm.nih.gov/pubmed/22745378
http://www.ncbi.nlm.nih.gov/pubmed/22745378

possible treatment”, Discover Magazine January/February 2013 THE 100 TOP
SCIENCE STORIES OF 2012 “#40 Brain cancer traced back to fused genes” page
49.

51. * Niola F., Zhao X., Singh D., Sullivan R., Castano A., Verrico A., Zoppoli P.,
Friedmann-Morvinski D., Sulman E., Barrett L., Zhuang Y., Verma |., Benezra R.,
Aldape K., lavarone A., Lasorella A. The Id-RAP1 axis is essential for glioma
maintenance and residency of glioma cells in the perivascular niche. J. Clin.
Invest., 123:405-417, 2013.

52. * Danussi C., Akavia U.D., Niola F., Jovic A. , Lasorella A., Pe'er D., lavarone
A. RHPN2 Drives Mesenchymal Transformation in Malignant Glioma by
Triggering RhoA Activation. Cancer Research, 73:5140-5150, 2013.

53. * Frattini V., Trifonov V., Chan J.M., Castano A., Lia M., Abate F., Keir S.T., Ji
A.X., Zoppoli P., Niola F., Danussi C., Dolgalev I., Porrati P., Pellegatta S., Heguy
A., Gupta G., Pisapia D.J., Canoll P., Bruce J.N., McLendon R.E., Yan H., Aldape
K., Finocchiaro G., Mikkelsen T., Privé G.G., Bigner D.D., Lasorella A., Rabadan
R., lavarone A. The integrated landscape of driver genomic alterations in
glioblastoma. Nature Genetics, 45:1141-1149, 2013 [see also Nat Genet. NEWS
and VIEWS 2013;45:1105-7. Genomics informs glioblastoma biology. Nature
Reviews Clinical Oncology RESEARCH HIGHLIGHTS. 10:547, 2013
Glioblastoma landscape revealed; Cancer Discovery RESEARCH WATCH.
3:0F19, 2013. Driver alterations in glioblastoma suggest new therapeutic targets;
Nature Reviews Neurology NEWS and VIEWS. 9:612-613, 2013].

54. Verykokakis M, Krishnamoorthy V, lavarone A, Lasorella A, Sigvardsson M,
Kee BL. Essential Functions for ID Proteins at Multiple Checkpoints in Invariant
NKT Cell Development. J Immunol. 191:5973-5983, 2013.

55. Llobet-Navas D, Rodriguez-Barrueco R, Castro V, Ugalde AP, Sumazin P,
Jacob-Sendler D, Demircan B, Castillo-Martin M, Putcha P, Marshall N, Villagrasa
P, Chan J, Sanchez-Garcia F, Pe'er D, Rabadan R, lavarone A, Cordén-Cardo6
C, Califano A, Lopez-Otin C, Ezhkova E, Silva JM. The miR-424(322)/503 cluster
orchestrates remodeling of the epithelium in the involuting mammary gland.
Genes Dev. 28:765-782, 2014.

56. Llobet-Navas D, Rodriguez-Barrueco R, de la Iglesia-Vicente J, Olivan M,
Castro V, Saucedo-Cuevas L, Marshall N, Putcha P, Castillo-Martin M, Bardot E,
Ezhkova E, lavarone A, Cordon-Cardo C, Silva JM. The MicroRNA 424/503
Cluster Reduces CDC25A Expression during Cell Cycle Arrest Imposed by
Transforming Growth Factor B in Mammary Epithelial Cells. Mol Cell Biol.
34:4216-4231, 2014.

16


http://www.ncbi.nlm.nih.gov/pubmed?term=Verykokakis%20M%5BAuthor%5D&cauthor=true&cauthor_uid=24244015
http://www.ncbi.nlm.nih.gov/pubmed?term=Krishnamoorthy%20V%5BAuthor%5D&cauthor=true&cauthor_uid=24244015
http://www.ncbi.nlm.nih.gov/pubmed?term=Iavarone%20A%5BAuthor%5D&cauthor=true&cauthor_uid=24244015
http://www.ncbi.nlm.nih.gov/pubmed?term=Lasorella%20A%5BAuthor%5D&cauthor=true&cauthor_uid=24244015
http://www.ncbi.nlm.nih.gov/pubmed?term=Sigvardsson%20M%5BAuthor%5D&cauthor=true&cauthor_uid=24244015
http://www.ncbi.nlm.nih.gov/pubmed?term=Kee%20BL%5BAuthor%5D&cauthor=true&cauthor_uid=24244015
http://www.ncbi.nlm.nih.gov/pubmed/24636986
http://www.ncbi.nlm.nih.gov/pubmed/24636986
http://www.ncbi.nlm.nih.gov/pubmed/25266660
http://www.ncbi.nlm.nih.gov/pubmed/25266660
http://www.ncbi.nlm.nih.gov/pubmed/25266660

57. Abate F, Zairis S, Ficarra E, Acquaviva A, Wiggins CH, Frattini V, Lasorella A,
lavarone A, Inghirami G, Rabadan R. Pegasus: a comprehensive annotation and
prediction tool for detection of driver gene fusions in cancer. BMC Syst Biol. 8:97,
2014.

58. Melamed RD, Wang J, lavarone A, Rabadan R. An information theoretic
method to identify combinations of genomic alterations that promote glioblastoma.
J. Mol Cell Biol 7: 203-213, 2015.

59. The Cancer Genome Atlas Research Network. Brat DJ, Verhaak RG, Aldape
KD, Yung WK, Salama SR, Cooper LA, Rheinbay E, Miller CR, Vitucci M,
Morozova O, Robertson AG, Noushmehr H, Laird PW, Cherniack AD, Akbani R,
Huse JT, Ciriello G, Poisson LM, Barnholtz-Sloan JS, Berger MS, Brennan C,
Colen RR, Colman H, Flanders AE, Giannini C, Grifford M, lavarone A, et al.
Comprehensive, Integrative Genomic Analysis of Diffuse Lower Grade Glioma. N
Engl J Med. 372:2481-2498, 2015.

60. * Di Stefano AL, Fucci A, Frattini V, Labussiere M, Mokhtari K, Zoppoli P,
Marie Y, Bruno A, Boisselier B, Giry M, Savatovsky J, Touat M, Belaid H, Kamoun
A, ldbaih A, Houiller C, Luo FR, Soria JC, Tabernero J, Eoli M, Paterra R, Yip S,
Petrecca K, Chan JA, Finocchiaro G, Lasorella A, Sanson M, lavarone A.
Detection, characterization and inhibition of FGFR-TACC fusions in IDH wild type
glioma. Clin Cancer Res. 21:3307-3317, 2015. [see also CCR Translations in
Clinical Cancer Research (21:3105-3107, 2015)]

61. Levin VA, Tonge PJ, Gallo JM, Birtwistle MR, Dar AC, lavarone A, Paddison
PJ, Heffron TP, Elmquist WF, Lachowicz JE, Johnson TW, White FM, Sul J, Smith
QR, Shen W, Sarkaria JN, Samala R, Wen PY, Berry DA, Petter RC. CNS
Anticancer Drug Discovery and Development Conference White Paper. Neuro
Oncol. 2015 Nov;17 Suppl 6:vi1-vi26.

62. Anjum S, Morganella S, D'Angelo F, lavarone A, Ceccarelli M. VEGASWES:
variational segmentation on whole exome sequencing for copy number detection.
BMC Bioinformatics. 2015 Sep 29;16:315

63. * Lee SB, Frattini V, Bansal M, Castano AM, Sherman D, Hutchinson K, Bruce
JN, Califano A, Liu G, Cardozo T, lavarone A, Lasorella A. An ID2-dependent-
mechanism for VHL inactivation in cancer. Nature (Article), 529:172-177, 2016
[see also RESEARCH WATCH “Hypoxia promotes cancer stem cells via 1D2-
dependent VHL inactivation”, Cancer Discovery (6: 120, 2016). RESEARCH
HIGHLIGHTS “Pathway to stemness” Nature Reviews Cancer (16: 70, 2016)]

64. * Ceccarelli M, Barthel FP, Malta TM, Sabedot TS, Salama SR, Murray BA,
Morozova O, Newton Y, Radenbaugh A, Pagnotta SM, Anjum S, Wang J, Manyam

17


http://www.ncbi.nlm.nih.gov/pubmed/25183062
http://www.ncbi.nlm.nih.gov/pubmed/25183062
http://www.ncbi.nlm.nih.gov/pubmed/25609060
http://www.ncbi.nlm.nih.gov/pubmed/25609060
http://www.ncbi.nlm.nih.gov/pubmed/26403167
http://www.ncbi.nlm.nih.gov/pubmed/26403167

G, Zoppoli P, Ling S, Rao AA, Grifford M, Cherniack AD, Zhang H, Poisson L,
Carlotti CG Jr, Tirapelli DP, Rao A, Mikkelsen T, Lau CC, Yung WK, Rabadan R,
Huse J, Brat DJ, Lehman NL, Barnholtz-Sloan JS, Zheng S, Hess K, Rao G,
Meyerson M, Beroukhim R, Cooper L, Akbani R, Wrensch M, Haussler D, Aldape
KD, Laird PW, Gutmann DH; TCGA Research Network, Noushmehr H, lavarone
A, Verhaak RG. Molecular Profiling Reveals Biologically Discrete Subsets and
Pathways of Progression in Diffuse Glioma. Cell, 164:550-563, 2016 [see also
NEWS IN BRIEF Cancer Discovery, 6:334-335, 2016, PREVIEW “Fall of the
Optical Wall: Freedom from the Tyranny of the Microscope Improves Glioma Risk
Stratification” Cancer Cell, 29:137-138, 2018].

65. * Wang J., Cazzato E., Ladewig E., Frattini V., Rosenbloom D.I.S., Zairis S.,
Abate F., Liu Z., Elliott O., Shin Y-J., Lee J-K., Lee I-H, Park W-Y., Eoli M.,
Blumberg A., Lasorella A., Nam D-H., Finocchiaro G., lavarone A., Rabadan R.
Clonal Evolution of Glioblastoma under Therapy. Nature Genetics, 48:768-776,
2016.

66. Gerhard DS, Clemons PA, Shamji AF, Hon C, Wagner BK, Schreiber SL,
Krasnitz A, Sordella R, Sander C, Lowe SW, Powers S, Smith K, Aburi M, lavarone
A, Lasorella A, Silva J, Stockwell BR, Califano A, Boehm JS, Vazquez F, Weir BA,
Hahn WC, Khuri FR, Moreno CS, Johns M, Fu H, Nikolova O, Mendez E, Gadi VK,
Margolin AA, Grandori C, Kemp CJ, Warren EH, Riddell SR, McIntosh MW, Gevaert
O, Kuo CJ, Ji HP, Dhruv H, Finlay D, Kiefer J, Kim S, Vuori K, Berens ME, Hangauer
M, Boettcher M, Weissman JS, Bivona TG, Bandyopadhyay S, McManus MT,
McCormick F, Aksoy O, Simonds EF, Zheng T, Chen J, An Z, Balmain A, Weiss
WA, Chen K, Liang H, Scott KL, Mills GB, Posner BA, MacMillan J, Minna J, White
M, Roth MG, Jagu S, Mazerik J. Transforming Big Data into cancer-relevant insight:
An initial, multi-tier approach to assess reproducibility and relevance. Molecular
Cancer Research, DOI: 10.1158/1541-7786.MCR-16-0090 Published 11 July 2016

67. Agnihotri S, Jalali S, Wilson MR, Danesh A, Li M, Klironomos G, Krieger JR,
Mansouri A, Khan O, Mamatjan Y, Landon-Brace N, Tung T, Dowar M, Li T, Bruce
JP, Burrell KE, Tonge PD, Alamsahebpour A, Krischek B, Agarwalla PK, Bi WL,
Dunn IF, Beroukhim R, Fehlings MG, Bril V, Pagnotta SM, lavarone A, Pugh TJ,
Aldape KD, Zadeh G. The genomic landscape of schwannoma. Nature Genetics,
48:1339-1348, 2016.

68. Myant KB, Cammareri P, Hodder MC, Wills J, Von Kriegsheim A, Gyoérffy B,
Rashid M, Polo S, Maspero E, Vaughan L, Gurung B, Barry E, Malliri A, Camargo
F, Adams DJ, lavarone A, Lasorella A, Sansom OJ. HUWE1 is a critical colonic
tumour suppressor gene that prevents MYC signalling, DNA damage accumulation
and tumour initiation. EMBO Molecular Medicine, 9:181-197, 2017.

69. Lee J-K, Wang J, Sa JK, Ladewig E, Lee H-O, Lee I-H, Kang HJ, Rosenbloom

DS, Camara PG, Liu Z, van Nieuwenhuizen P, Jung SW, Choi SW, Kim J, Chen A,
Kim K-T, Shin S, Seo YJ, Oh J-M, Shin YJ, Kong D-S, Seol HJ, Park C-K, Blumberg

18



A, Lee JI, lavarone A, Park W-Y, Rabadan A, Nam D-H Space-time genomic
architecture informs precision oncology in glioblastoma. Nature Genetics, 49:594-
599, 2017.

70. Mall R, Cerulo L, Bensmail H, lavarone A, Ceccarelli M. Detection of statistically
significant network changes in complex biological networks. BMC Syst Biol. 11:32,
2017.

71.TongY.,Hao J.,, TuQ., YuH,, Yan L., LiY,, LvL, Wang F., lavarone A., Zhao
X. A tree shrew glioblastoma model recapitulates features of human glioblastoma
Oncotarget, 8:17897-17907, 2017.

72. Fedele V, Dai F., Masilamani A., Mr. Heiland DH., Kling E., Gatjens-Sanchez
E., Ferrarese R., Platania L., Doostkam S., Kim H., Nelander S., Weyerbrock A.,
Prinz M., Califano A., lavarone A., Bredel M., Carro MS. Epigenetic Regulation of
ZBTB18 Promotes Glioblastoma Progression. Molecular Cancer Research, 15:998-
1011, 2017.

73. Yang D., Sun B., Zhang X., Cheng D., Yu X., Yan L., li L, An S., Jiang H.,
Lasorella A., lavarone A., Zhang S., Zou F., Zhao X. Huwe1 sustains normal
ovarian epithelial cell transformation and tumor growth through the histone H1.3-
H19 cascade. Cancer Research, 77:4773-4784, 2017.

74. Fok KL, Bose R, Sheng K, Chang CW, Katz-Egorov M, Culty M, Su S, Yang M,
Ruan YC, Chan HC, lavarone A, Lasorella A, Cencic R, Pelletier J, Nagano M, Xu
W, Wing SS. Huwel Regulates the Establishment and Maintenance of
Spermatogonia by Suppressing DNA Damage Response. Endocrinology,
158:4000-4016, 2017.

75. Bielle F, Di Stefano AL, Meyronnet D, Picca A, Villa C, Bernier M, Schmitt Y,
Giry M, Rousseau A, Figarella-Branger D, Maurage CA, Uro-Coste E, Lasorella
A, lavarone A, Sanson M, Mokhtari K. Diffuse gliomas with FGFR3-TACC3 fusion
have characteristic histopathological and molecular features. Brain Pathol. 2017
Oct 4. doi: 10.1111/bpa.12563. [Epub ahead of print].

* 76. Frattini V., Pagnotta SM, Tala, Fan JJ, Russo MV, Lee SB, Garofano L, Zhang
J, Shi P, Lewis G, Sanson H, Frederick V, Cerulo L, Rolland DCM, Mall R, Mokhtari
K, Elenitoba-Johnson KSJ, Sanson M, Huang Xi, Ceccarelli M, Lasorella
A, lavarone A. A metabolic function of FGFR3-TACC3 gene fusions in cancer,
Nature, 553:222-227, 2018 [see also RESEARCH WATCH “FGFR3-TACC3
Activates Mitochondrial Respiration via PIN4 Phosphorylation” Cancer Discovery
Published Online First January 12, 2018
doi: 10.1158/2159-8290.CD-RW2018-008; RESEARCH HIGHLIGHTS “Fusion
Power” Nature Reviews Cancer Published online January 25, 2018

19


https://www.ncbi.nlm.nih.gov/pubmed/28259158
https://www.ncbi.nlm.nih.gov/pubmed/28259158
https://www.ncbi.nlm.nih.gov/pubmed/28938460
https://www.ncbi.nlm.nih.gov/pubmed/28938460
https://www.ncbi.nlm.nih.gov/pubmed/28976058
https://www.ncbi.nlm.nih.gov/pubmed/28976058

doi:10.1038/nrc.2018.2; NATURE.COM/PATHOLOGY “Gene fusions in cancer
metabolism” Laboratory Investigation 98:271, 2018].

* 77. Mall R, Cerulo L, Garofano L, Frattini V, Kunji K, Bensmail H, Sabedot TS,
Noushmehr H, Lasorella A, lavarone A, Ceccarelli M. RGBM: regularized gradient
boosting machines for identification of the transcriptional regulators of discrete
glioma subtypes. Nucleic Acids Research, 46: €39, 2018, doi: 10.1093/nar/gky015.

78. Rajbhandari P, Lopez G, Capdevila C, Salvatori B, Yu J, Rodriguez-Barrueco
R, Martinez D, Yarmarkovich M, Weichert-Leahey N, Abraham B, Alvarez M, lyer
A, Harenza JL, Oldridge D, De Preter K, Koster J, Asgharzadeh S, Seeger R, Wei
J, Khan J, Vandesompele J, Mestdagh P, Versteeg R, Look TA, Young R, lavarone
A, Lasorella A, Silva J, Maris J, Califano A Cross-cohort analysis identifies a
TEAD4-MYCN positive-feedback loop as the core regulatory element of high-risk
neuroblastoma. Cancer Discovery, 8:582-599, 2018.

79. Aldape K, Amin SB, Ashley DM, Barnholtz-Sloan JS, Bates AJ, Beroukhim R,
Bock C, Brat DJ, Claus EB, Costello JF, de Groot JF, Finocchiaro G, French PJ,
Gan HK, Griffith B, Herold-Mende CC, Horbinski C, lavarone A, Kalkanis SN,
Karabatsou K, Kim H, Kouwenhoven MCM, McDonald KL, Miletic H, Nam DH, Ng
HK, Niclou SP, Noushmehr H, Ormond R, Poisson LM, Reifenberger G, Roncaroli
F, Sa JK, Sillevis Smitt PAE, Smits M, Souza CF, Tabatabai G, Van Meir EG,
Verhaak RGW, Watts C, Wesseling P, Woehrer A, Yung WKA, Jungk C, Hau AC,
van Dyck E, Westerman BA, Yin J, Abiola O, Zeps N, Grimmond S, Buckland M,
Khasraw M, Sulman EP, Muscat AM, Stead L; GLASS Consortium. Glioma Through
the Looking GLASS: Molecular Evolution of Diffuse Gliomas and the Glioma
Longitudinal AnalySiS Consortium. Neuro Oncol. 20:873-884, 2018.

80. Eykens C, Nonneman A, Jensen C, lavarone A, Van Damme P, Van Den
Bosch L, Robberecht W Conditional deletion of Id2 or Notch1 in oligodendrocyte
progenitor cells does not ameliorate disease outcome in SOD1G%A mice
Neurobiology of Aging, 68:1-4, 2018.

81. Yuan J, Mendes Levitin H, Frattini V, Bush EC, Samanamud J, Ceccarelli M,
Dovas A, Zanazzi G, Canoll P, Bruce JN, Lasorella A, lavarone A, Sims PA Single-
Cell Transcriptome Analysis of Lineage Diversity and Microenvironment in High-
Grade Glioma. Genome Medicine, 10:57, 2018.

82. Sanchez-Vega F, Mina M, Armenia J, Chatila WK, Luna A, La KC, Dimitriadoy
S, Liu DL, Kantheti HS, Saghafinia S, Chakravarty D, Daian F, Gao Q, Bailey MH,
Liang WW, Foltz SM, Shmulevich I, Ding L, Heins Z, Ochoa A, Gross B, Gao J,
Zhang H, Kundra R, Kandoth C, Bahceci I, Dervishi L, Dogrusoz U, Zhou W, Shen
H, Laird PW, Way GP, Greene CS, Liang H, Xiao Y, Wang C, lavarone A, Berger
AH, Bivona TG, Lazar AJ, Hammer GD, Giordano T, Kwong LN, McArthur G, Huang

20



C, Tward AD, Frederick MJ, McCormick F, Meyerson M; Cancer Genome Atlas
Research Network, Van Allen EM, Cherniack AD, Ciriello G, Sander C, Schultz N.
Oncogenic Signaling Pathways in The Cancer Genome Atlas. Cell, 173:321-337,
2018.

83. de Souza CF, Sabedot TS, Malta TM, Stetson L, Morozova O, Sokolov A, Laird
PW, Wiznerowicz M, lavarone A, Snyder J, deCarvalho A, Zachary S, McDonald
KL, Friedman WA, Tirapelli D, Poisson L, Mikkelsen T, Carlotti CG, Kalkanis S,
Zenklusen J, Salama SR, Barnholtz-Sloan JS, Noushmehr H A Distinct DNA
Methylation Shift in a Subset of Glioma CpG Island Methylator Phenotypes during
Tumor Recurrence Cell Reports, 23:637-651, 2018.

84. Puchalski RB, Shah N, Miller J, Dalley R, Nomura SR, Yoon JG, Smith KA,
Lankerovich M, Bertagnolli D, Bickley K, Boe AF, Brouner K, Butler S, Caldejon S,
Chapin M, Datta S, Dee N, Desta T, Dolbeare T, Dotson N, Ebbert A, Feng D, Feng
X, Fisher M, Gee G, Goldy J, Gourley L, Gregor BW, Gu G, Hejazinia N, Hohmann
J, Hothi P, Howard R, Joines K, Kriedberg A, Kuan L, Lau C, Lee F, Lee H, Lemon
T, Long F, Mastan N, Mott E, Murthy C, Ngo K, Olson E, Reding M, Riley Z, Rosen
D, Sandman D, Shapovalova N, Slaughterbeck CR, Sodt A, Stockdale G, Szafer A,
Wakeman W, Wohnoutka PE, White SJ, Marsh D, Rostomily RC, Ng L, Dang C,
Jones A, Keogh B, Gittleman HR, Barnholtz-Sloan JS, Cimino PJ, Uppin MS, Keene
CD, Farrokhi FR, Lathia JD, Berens ME, lavarone A, Bernard A, Lein E, Phillips
JW, Rostad SW, Cobbs C, Hawrylycz MJ, Foltz GD. An anatomic transcriptional
atlas of human glioblastoma Science, 360:660-663, 2018.

* 85. Zhou X, Li G, An S, Li W-X, Yang H, Guo Y, Dai Z, Dai S, Zheng J, Huang J,
lavarone A, Zhao X. A new method of identifying glioblastoma subtypes and
creation of corresponding animal models. Oncogene, 37:4781-4791, 2018.

86. Rosenberg S, Simeonova |, Bielle F, Verreault M, Bance B, Le Roux |, Daniau
M, Nadaradjane A, Gleize V, Paris S, Marie Y, Giry M, Polivka M, Figarella-Branger
D, Aubriot-Lorton M-H, Villa C, Vasiljevic A, Lechapt-Zalcman E, Kalamarides M,
Sharif A, Mokhtari K, Pagnotta SM, lavarone A, Lasorella A, Huillard E, Sanson M.
A recurrent point mutation in PRKCA is a hallmark of Chordoid Gliomas Nature
Communications, 9:2371, 2018.

87. Lee J-K, Liu Z, Sa JK, Shin S, Wang J, Bordyuh M, Cho HJ, Elliott O, Chu T,
Choi SW, Rosenbloom DIS, Lee I-H, Shin YJ, Kang HJ, Kim SY, Shim M-H, Kim J,
Lee T, Seo YJ, Shin H, Lee M, Kim D, Kim SH, Kwon Y-J, Oh J-W, Song M, Kim
M, Kong D-S, Choi JW, Seol HJ, Lee J-I, Kim ST, Park JO, Kim K-M, Song S-Y,
Lee J-W, Kim H-C, Lee JE, Choi MG, Seo SW, Shim YM, Zo JI, Jeong BC, Yoon
Y, Ryu GH, Kim NKD, Bae JS, Park WY, Lee J, Verhaak RGW, lavarone A, Lee J,
Rabadan R, Nam D-H. Pharmacogenomic landscape of patient-derived tumor cells
informs precision oncology therapy. Nature Genetics, 50:1399-1411, 2018.

21



* 88. D’Angelo F, Ceccarelli M, Tala, Garofano L, Zhang J, Frattini V, Caruso FP,
Lewis G, Alfaro KD, Bauchet L, Berzero G, Cachia D, Cangiano M, Capelle L, de
Groot J, DiMeco F, Ducray F, Farah W, Finocchiaro G, Goutagny S, Kamiya-
Matsuoka C, Lavarino C, Loiseau H, Lorgis V, Marras CE, McCuthcheon I, Nam
DH, Ronchi S, Saletti V, Seizeur R, Slopis J, Sufiol M, Vandenbos F, Varlet P,
Vidaud D, Watts C, Tabar V, Reuss DE, Kim SK, Meyronet D, Mokhtari K,
Salvador H, Bhat KP, Eoli M, Sanson M, Lasorella A, lavarone A. The molecular
landscape of glioma in patients with Neurofibromatosis 1, Nature Medicine,
25:176-187, 2019 [see also RESEARCH WATCH “Unique Molecular Landscapes
Distinguish Low- and High-Grade NF1 Gliomas” Cancer Discovery, 9:165-165,
2019; ARTICLE IN BRIEF “Researchers Chart Genetic Landscape Gliomas in
Neurofibromatosis Type 1” NeurologyToday, 19:26-27, 2019].

89. Sa JK, Choi SW, Zhao J, Lee Y, Zhang J, Kong DS, Choi JW, Seol HJ, Lee
JI, lavarone A, Rabadan R, Nam DH Hypermutagenesis in untreated adult gliomas
due to inherited mismatch mutations. International Journal of Cancer, 44(12):3023-
3030, 2019.

90. Levitin HM, Yuan J, Cheng YL, Ruiz FJR, Bush EC, Bruce JN, Canoll P,
lavarone A, Lasorella A, Blei DM, Sims PA De novo Gene Signature Identification
from Single-Cell RNA-Seq with Hierarchical Poisson Factorization. Molecular
Systems Biology, 15(2):€8557, 2019.

* 91. Zhang J, Caruso FP, Sa JK, Justesen S, Nam DH, Sims P, Ceccarelli M,
Lasorella A, lavarone A The combination of neoantigen quality and T lymphocyte
infiltrates identify glioblastomas with the longest survival. Communications Biology,
2:135, 2019.

92. Wojnarowicz PM, Lima E Silva R, Ohnaka M, Lee SB, Chin Y, Kulukian A,
Chang SH, Desai B, Garcia Escolano M, Shah R, Garcia-Cao M, Xu S, Kadam R,
Goldgur Y, Miller MA, Ouerfelli O, Yang G, Arakawa T, Albanese SK, Garland WA,
Stoller G, Chaudhary J, Norton L, Soni RK, Philip J, Hendrickson RC, lavarone A,
Dannenberg AJ, Chodera JD, Pavletich N, Lasorella A, Campochiaro PA, Benezra
R. A Small-Molecule Pan-ld Antagonist Inhibits Pathologic Ocular
Neovascularization. Cell Reports, 29:62-75, 2019.

93. Barthel FP, Johnson KC, Varn FS, Moskalik AD, Tanner G, Kocakavuk E,
Anderson KJ, Abiola O, Aldape K, Alfaro KD, Alpar D, Amin SB, Ashley DM,
Bandopadhayay P, Barnholtz-Sloan JS, Beroukhim R, Bock C, Brastianos PK, Brat
DJ, Brodbelt AR, Bruns AF, Bulsara KR, Chakrabarty A, Chakravarti A, Chuang JH,
Claus EB, Cochran EJ, Connelly J, Costello JF, Finocchiaro G, Fletcher MN, French
PJ, Gan HK, Gilbert MR, Gould PV, Grimmer MR, lavarone A, Ismail A, Jenkinson
MD, Khasraw M, Kim H, Kouwenhoven MCM, LaViolette PS, Li M, Lichter P, Ligon
KL, Lowman AK, Malta TM, Mazor T, McDonald KL, Molinaro AM, Nam DH, Nayyar

22


https://www.ncbi.nlm.nih.gov/pubmed/31577956
https://www.ncbi.nlm.nih.gov/pubmed/31577956

N, Ng HK, Ngan CY, Niclou SP, Niers JM, Noushmehr H, Noorbakhsh J, Ormond
DR, Park CK, Poisson LM, Rabadan R, Radlwimmer B, Rao G, Reifenberger G, Sa
JK, Schuster M, Shaw BL, Short SC, Smitt PAS, Sloan AE, Smits M, Suzuki H,
Tabatabai G, Van Meir EG, Watts C, Weller M, Wesseling P, Westerman BA,
Widhalm G, Woehrer A, Yung WKA, Zadeh G, Huse JT, De Groot JF, Stead LF,
Verhaak RGW; GLASS Consortium. Longitudinal molecular trajectories of diffuse
glioma in adults. Nature 576:112-120, 2019.

94. Di Stefano AL, Picca A, Saragoussi E, Bielle F, Ducray F, Villa C, Eoli M, Paterra
R, Bellu L, Mathon B, Capelle L, Bourg V, Gloaguen A, Philippe C, Frouin V, Schmitt
Y, Lerond J, Leclerc J, Lasorella A, lavarone A, Mokhtari K, Savatovsky J, Alentorn
A, Sanson M. Clinical, molecular and radiomic profile of glioma with FGFR3-TACC3
fusions. Neuro-Oncology, 22:1614-1624, 2020.

*95. Yu K, Hu Y, Wu F, Guo Q, Qian Z, Hu W, Chen J, Wang K, Fan X, Wu X,
Rasko JEJ, Fan X, lavarone A, Jiang T, Tang F, Su XD, Surveying brain tumor
heterogeneity by single-cell RNA sequencing of multi-sector biopsies. National
Science Review, 7: 1306-1318, 2020, doi: 10.1093/nsr/nwaa099.

* 96. Yin J, Kim SS, Choi E, Oh YT, Lin W, Kim TH, Sa JK, Hong JH, Park SH,
Kwon HJ, Jin X, You Y, Kim JH, Kim H, Son J, Lee J, Nam DH, Choi KS, Shi B,
Gwak HS, Yoo H, lavarone A, Kim JH, Park JB. ARS2/MAGL signaling in
glioblastoma stem cells promotes self-renewal and M2-like polarization of tumor-
associated macrophages. Nature Communications, 11: 2978, 2020.

97. Alexander J, LaPlant QC, Pattwell SS, Szulzewsky F, Cimino PJ, Caruso FP,
Pugliese P, Chen Z, Chardon F, Hill AJ, Spurrell C, Ahrendsen D, Pietras A, Starita
LM, Hambardzumyan D, lavarone A, Shendure J, Holland EC. Multimodal Single-
Cell Analysis Reveals Distinct Radioresistant Stem-like and Progenitor Cell
Populations in Murine Glioma. GLIA, 68: 2486-2502, 2020.

98. Blomquist MR, Ensign SF, D'Angelo F, Phillips JJ, Ceccarelli M, Peng S,
Halperin RF, Caruso FP, Garofano L, Byron SA, Liang WS, Craig DW, Carpten JD,
Prados MD, Trent JM, Berens ME, lavarone A, Dhruv H, Tran NL. Temporospatial
genomic profiling in glioblastoma identifies commonly altered core pathways
underlying tumor progression. Neuro-Oncology Advances, 2: 1-13, 2020, doi:
10.1093/noajnl/vdaa078.

* 99. Lee SB, Ko A, Oh YT, Shi P, D’Angelo F, Frangaj B, Koller A, Chen El,
Cardozo T, lavarone A, Lasorella A. Proline hydroxylation primes protein kinases
for autophosphorylation and activation. Molecular Cell, 79: 376-389, 2020.

*100. Sa JK, Chang N, Lee HW, Cho HJ, Ceccarelli M, Cerulo L, Yin J, Kim SS,
Caruso FP, Lee M, Kim D, Oh YT, Lee Y, Her NG, Min B, Kim HJ, Jeong DE, Kim

23


https://www.ncbi.nlm.nih.gov/pubmed/31748746
https://www.ncbi.nlm.nih.gov/pubmed/31748746

HM, Kim H, Chung S, Woo HG, Lee J, Kong DS, Seol HJ, Lee JI, Kim J, Park WY,
Wang Q, Sulman EP, Heimberger AB, Lim M, Park JB, lavarone A, Verhaak
RGW, Nam DH. Transcriptional regulatory networks of tumor-associated
macrophages that drive malignancy in mesenchymal glioblastoma. Genome
Biology, 21: 216, 2020.

101. Anghileri E, Di lanni N, Paterra R, Langella T, Zhao J, Eoli M, Patane M,
Pollo B, Cuccarini V, lavarone A, Rabadan R, Finocchiaro G, Pellegatta S. High
tumor mutational burden and T cell activation are associated with long-term
response to anti-PD1 therapy in Lynch syndrome recurrent glioblastoma patient.
Cancer Immunology, Immunotherapy, 70:831-842, 2021.

*102. Caruso FP, Garofano L, D'Angelo F, Yu K, Tang F, Yuan J, Zhang J, Cerulo
L, Bedognetti D, Sims P, Suva M, Su XD, Lasorella A, lavarone A, Ceccarelli M.
A MAP of tumor-host interactions in glioma at single cell resolution. GigaScience,
9: giaa109, 2020, doi: 10.1093/gigascience/giaal09.

103. Liu1 Z, Yuan1 J, Lasorella A, lavarone A, Bruce JN, Canoll P, Sims PA
Integrating single-cell RNA-seq and imaging with SCOPE-seq2. Scientific
Reports, 10: 19482, 2020, doi: 10.1038/s41598-020-76599-w.

104. Petralia F, Tignor N, Reva B, Koptyra M, Chowdhury S, Rykunov D, Krek A,
Ma W, Ji J, Song X, Raman P, Zhu Y, Whiteaker JR, Colaprico A, Calinawan A,
Kalayci S, Gumus ZH, Guo Y, Brown MA, Ivey RG, Lopez G, Yoo S, Katsnelson
L, Wang Y, Kennedy JJ, Voytovich UJ, Zhao L, da Veiga Leprevost F, Chang HY,
Gaonkar KS, Ennis BM, Zhang B, Baubet V, Tauhib L, Lilly JV, Mason JL, Farrow
B, Young N, Spytz J, Thakurta S, Nazarian J, Addapa ND, Palmer JN, Lober RM,
Rivero-Hinojosa S, Wang LB, Wang J, Broberg M, Chen XS, Zhu J, Schadt EE,
Mesri M, Boja E, Hiltke T, Rodriguez H, Zhang B, Ding L, lavarone A. et al.,
Clinical Proteomic Tumor Analysis Consortium (CPTAC). Integrated
Proteogenomic Characterization across Major Histological types of Pediatric Brain
Cancer. Cell, 183:1962-1985, 2020.

105. Wang LB, Karpova A, Gritsenko MA, Kyle JE, Cao S, Li Y, Rykunov D,
Colaprico A, Rothstein JH, Hong R, Stathias V, Cornwell M, Petralia F, Wu Y,
Reva B, Krug K, Pugliese P, Kawaler E, Olsen LK, Liang WW, Song X, Dou Y,
Wendl MC, Caravan W, Liu W, Cui Zhou D, Ji J, Tsai CF, Petyuk VA, Moon J, Ma
W, Chu RK, Weitz KK, Moore RJ, Monroe ME, Zhao R, Yang X, Yoo S, Krek A,
Demopoulos A, Zhu H, Wyczalkowski MA, McMichael JF, Henderson BL,
Lindgren CM, Boekweg H, Lu S, Baral J, Yao L, Stratton KG, Bramer LM, Zink E,
Couvillion SP, Bloodsworth KJ, Satpathy S, Sieh W, Boca SM, Schuirer S, Chen
F, Wiznerowicz M, Ketchum KA, Boja ES, Kinsinger CR, Robles Al, Hiltke T,
Thiagarajan M, Nesvizhskii Al, Zhang B, Mani DR, Ceccarelli M, Chen XS,
Cottingham SL, Li QK, Kim AH, Fenyd D, Ruggles KV, Rodriguez H, Mesri M,

24



Payne SH, Resnick AC, Wang P, Smith RD, lavarone A, Chheda MG, Barnholtz-
Sloan JS, Rodland KD, Liu T, Ding L, Clinical Proteomic Tumor Analysis
Consortium (CPTAC). Proteogenomic and Metabolomic Characterization of
Human Glioblastoma. Cancer Cell, 39:509-528, 2021.

*106. Sabedot T, Malta T, Snyder J, Nelson K, Wells M, deCarvalho A, Mukherjee
A, Chitale D, Mosella M, Sokolov A, Asmaro K, Robin A, Rosenblum M, Mikkelsen
T, Rock J, Poisson L, Lee |, Walbert T, Kalkanis S, lavarone A, Castro AV,
Noushmehr H. A serum-based DNA methylation assay provides accurate
detection of glioma. Neuro-Oncology, DOI: 10.1093/neuonc/noab023, 2021.

*107. Hong, Jun Hee; Kang, Sangjo; Sa, Jason; Park, Gunwoo; Oh, Young Taek;
Kim, Tae-Hoon; Yin, Jinlong ; Kim, Sung Soo; D’Angelo, Fulvio; Koo, Harim; You,
Yeonhee; Park, Saewhan; Kwon, Hyung Joon; Kim, Chan ll; Ryu, Haseo; Lin,
Weiwei; Kim, Youn-Jae; Park, Myung-Jin; Kim, Hyunggee; Kim, Mi-Suk; Chung,
Seok; Park, Chul-Kee; Park, Sung-Hye ; Kang, Yun Hee; Kim, Jong Heon; Saya,
Hideyuki; Nakano, Ichiro; Gwak, Ho-Shin; Yoo, Heon; Lee, Jeongwu; Hur, Eun-Mi;
Shi, Bingyang; Nam, Do-Hyun; lavarone A; Lee, Seung-Hoon; Park, Jong-Bae.
Modulation of Nogo receptor 1 expression orchestrates myelin-associated
infiltration of glioblastoma. Brain, 144:636-654, 2021 [see also SCIENTIFIC
COMMENTARY “Go, cancer stem cell, go! CSCs overcome myelin inhibition to
move within white matter pathways” Brain, 144:357-360, 2021].

108. Paladino A, D'Angelo F, Noviello TMR, lavarone A, Ceccarelli M. Structural
Model for Recruitment of RIT1 to the LZTR1 E3 Ligase: Evidences from an
Integrated Computational Approach. Journal of Chemical Information and
Modeling, 61:1875-1888, 2021.

*109. Garofano L, Migliozzi S, Oh YT, D’Angelo F, Najac RD, Ko A, Frangaj B,
Caruso FP, Yu K, Yuan J, Zhao W, Di Stefano AL, Bielle F, Jiang T, Sims P, Suva
ML, Tang F, Su X, Ceccarelli M, Sanson M, Lasorella A., lavarone A. Pathway-
based classification of glioblastoma uncovers a mitochondrial subtype with
therapeutic vulnerabilities. Nature Cancer, 2:141-156, 2021 [see also NEWS &
VIEWS “Seeing the GBM diversity spectrum” Nature Cancer, 2:135-137, 2021;
NEWS & VIEWS “Pathway-based stratification of glioblastoma” Nat Rev Neurol,
2021, https://doi.org/10.1038/s41582-021-00474-z; COMMENT “The making of the
glioblastoma classification” Br J Cancer, 2021, https://doi.org/10.1038/s41416-021-
01360-71].

110. Wojnarowicz PM, Escolano MG, Huang YH, Desai B, Chin Y, Shah R, Xu S,
Yadav S, Yaklichkin S, Ouerfelli O, Soni RK, Philip J, Montrose DC, Healey JH,
Rajasekhar VK, Garland WA, Ratiu J, Zhuang Y, Norton L, Rosen N, Hendrickson
RC, Zhou XK, lavarone A, Massague J, Dannenberg AJ, Lasorella A, Benezra R.

25



Anti-tumor effect of an ID antagonist with no onserved acquired resistance. NPJ
Breast Cancer, 7:58, 2021, doi: 10.1038/s41523-021-00266-0.

111. Chen AX, Gartrell RD, Zhao J, Upadhyayula PS, Zhao W, Yuan J, Minns HE,
Dovas A, Bruce JN, Lasorella A, lavarone A, Canoll P, Sims PA, Rabadan R.
Single-cell characterization of macrophages in glioblastoma reveals MARCO as a
mesenchymal pro-tumor marker. Genome Medicine, 13:88, doi: 10.1186/s13073-
021-00906-x, 2021.

* 112. Lee SB, Garofano L, Ko A, D'Angelo F, Frangaj B, Sommer D, Gan Q, Kim
K, Cardozo T, lavarone A, Lasorella A. Regulated interaction of ID2 with the
anaphase-promoting complex links progression through mitosis with reactivation of
cell-type-specific transcription. Nature Communications, 13:2089, 2022.

113. Varn FS, Johnson KC, Martinek J, Huse JT, Nasrallah MP, Wesseling P,
Cooper LAD, Malta TM, Wade TE, Sabedot TS, Brat D, Gould PV, Woéehrer A,
Aldape K, Ismail A, Sivajothi SK, Barthel FP, Kim H, Kocakavuk E, Ahmed N, White
K, Datta I, Moon HE, Pollock S, Goldfarb C, Lee GH, Garofano L, Anderson KJ,
Nehar-Belaid D, Barnholtz-Sloan JS, Bakas S, Byrne AT, D'Angelo F, Gan HK,
Khasraw M, Migliozzi S, Ormond DR, Paek SH, Van Meir EG, Walenkamp AME,
Watts C, Weiss T, Weller M, Palucka K, Stead LF, Poisson LM, Noushmehr H,
lavarone A, Verhaak RGW; GLASS Consortium. Glioma progression is shaped by
genetic evolution and microenvironment interactions. Cell 185:2184-2199, 2022.

114. Venkataramani V, Yang Y, Schubert MC, Reyhan E, Tetzlaff SK, WiBmann N,
Botz M, Soyka SJ, Beretta CA, Pramatarov RL, Fankhauser L, Garofano L,
Freudenberg A, Wagner J, Tanev DI, Ratliff M, Xie R, Kessler T, Hoffmann DC, Hai
L, Dérflinger Y, Hoppe S, Yabo YA, Golebiewska A, Niclou SP, Sahm F, Lasorella
A, Slowik M, Déring L, lavarone A, Wick W, Kuner T, Winkler F. Glioblastoma
hijacks neuronal mechanisms for brain invasion. Cell 185:2899-2917, 2022.

115. Akalu YT, Mercau ME, Ansems M, Hughes LD, Nevin J, Alberto EJ, Liu XN,
He LZ, Alvarado D, Keler T, Kong Y, Philbrick WM, Bosenberg M, Finnemann SC,
lavarone A, Lasorella A, Rothlin CV, Ghosh S. Tissue-specific modifier alleles
determine Mertk loss-of-function traits. Elife 2022 Aug 15;11:€80530. doi:
10.7554/eLife.80530.

*116. Ko A, Hasanain M, Oh YT, D'Angelo F, Sommer D, Frangaj B, Tran S, Bielle
F, Pollo B, Paterra R, Mokhtari K, Soni RK, Peyre M, Eoli M, Papi L, Kalamarides
M, Sanson M, lavarone A, Lasorella A. LZTR1 mutation mediates oncogenesis
through stabilization of EGFR and AXL. Cancer Discovery 13: 702723, 2023.

* 117. Migliozzi S, Oh YT, Hasanain M, Garofano L, D’Angelo F, Najac RD, Picca
A, Bielle F, Di Stefano AL, Lerond J, Sarkaria JN, Ceccarelli M, Sanson M, Lasorella

26



A & lavarone A. Integrative multi-omics networks identify PKCd and DNA-PK as
master kinases of glioblastoma subtypes and guide targeted cancer therapy.
Nature Cancer, 4: 181-202, 2023.

*118. De Falco A., Caruso F., Su X-D., lavarone A., Ceccarelli M. A variational
algorithm to detect the clonal copy number substructure of tumors from scRNA-seq
data. Nature Communications, 25;14:1074, 2023.

119. Li Y, Porta-Pardo E, Tokheim C, Bailey MH, Yaron TM, Stathias V, Geffen Y,
Imbach KJ, Cao S, Anand S, Akiyama Y, Liu W, Wyczalkowski MA, Song Y, Storrs
EP, Wendl MC, Zhang W, Sibai M, Ruiz-Serra V, Liang WW, Terekhanova NV,
Rodrigues FM, Clauser KR, Heiman DI, Zhang Q, Aguet F, Calinawan AP,
Dhanasekaran SM, Birger C, Satpathy S, Zhou DC, Wang LB, Baral J, Johnson JL,
Huntsman EM, Pugliese P, Colaprico A, lavarone A, Chheda MG, Ricketts CJ,
Feny6 D, Payne SH, Rodriguez H, Robles Al, Gillette MA, Kumar-Sinha C, Lazar
AJ, Cantley LC, Getz G, Ding L; Clinical Proteomic Tumor Analysis Consortium.
Pan-cancer proteogenomics connects oncogenic drivers to functional states. Cell.
186(18):3921-3944.e25, 2023

120. Li, Y., Dou, Y., Da Veiga Leprevost, F., Geffen, Y., Calinawan, A. P., Aguet,
F., Akiyama, Y., Anand, S., Birger, C., Cao, S., Chaudhary, R., Chilappagari, P.,
Cieslik, M., Colaprico, A., Zhou, D. C., Day, C., Domagalski, M. J., Esai Selvan, M.,
Feny6, D., Foltz, S. M, lavarone, A., ... Clinical Proteomic Tumor Analysis
Consortium (2023). Proteogenomic data and resources for pan-cancer
analysis. Cancer cell, 41(8), 1397—-1406.

*121. Hu LS, D'Angelo F, Weiskittel TM, Caruso FP, Fortin Ensign SP, Blomquist
MR, Flick MJ, Wang L, Sereduk CP, Meng-Lin K, De Leon G, Nespodzany A,
Urcuyo JC, Gonzales AC, Curtin L, Lewis EM, Singleton KW, Dondlinger T, Anil A,
Semmineh NB, Noviello T, Patel RA, Wang P, Wang J, Eschbacher JM, Hawkins-
Daarud A, Jackson PR, Grunfeld IS, Elrod C, Mazza GL, McGee SC, Paulson L,
Clark-Swanson K, Lassiter-Morris Y, Smith KA, Nakaji P, Bendok BR, Zimmerman
RS, Krishna C, Patra DP, Patel NP, Lyons M, Neal M, Donev K, Mrugala MM, Porter
AB, Beeman SC, Jensen TR, Schmainda KM, Zhou Y, Baxter LC, Plaisier CL, Li J,
Li H, Lasorella A, Quarles CC, Swanson KR, Ceccarelli M, lavarone A, Tran NL.
Integrated molecular and multiparametric MRI mapping of high-grade glioma
identifies regional biologic signatures. Nat Commun. 14(1):6066, 2023

122. Geffen, Y., Anang, S., Akiyama, Y., Yaron, T. M., Song, Y., Johnson, J. L.,
Govindan, A., Babur, O, Li, Y., Huntsman, E., Wang, L. B., Birger, C., Heiman, D.
l., Zhang, Q., Miller, M., Maruvka, Y. E., Haradhvala, N. J., Calinawan, A., Belkin,

27



S., Kerelsky, A., ... lavarone, A, Clinical Proteomic Tumor Analysis Consortium
(2023). Pan-cancer analysis of post-translational modifications reveals shared
patterns of protein regulation. Cell, 186(18), 3945-3967 2023

*122. Mu Q, Chai R, Pang B, Yang Y, Liu H, Zhao Z, Bao Z, Song D, Zhu Z, Yan
M, Jiang B, Mo Z, Tang J, Sa JK, Cho HJ, Chang Y, Chan KHY, Loi DSC, Tam
SST, Chan AKY, Wu AR, Liu Z, Poon WS, Ng HK, Chan DTM, lavarone A, Nam
DH, Jiang T, Wang J. Identifying predictors of glioma evolution from longitudinal
sequencing. Sci Transl Med. 15(716), 2023 *

123. Geffen, Y., Anand, S., Akiyama, Y., Yaron, T. M., Song, Y., Johnson, J. L.,
Govindan, A., Babur, O., Li, Y., Huntsman, E., Wang, L. B., Birger, C., Heiman, D.
l., Zhang, Q., Miller, M., Maruvka, Y. E., Haradhvala, N. J., Calinawan, A., Belkin,
S., Kerelsky, A, ... lavarone, A, Clinical Proteomic Tumor Analysis Consortium
(2023). Pan-cancer analysis of post-translational modifications reveals shared
patterns of protein regulation. Cell, 186(18), 3945-3967.e26.

124. Liang, W. W., Lu, R. J., Jayasinghe, R. G., Foltz, S. M., Porta-Pardo, E.,
Geffen, Y., Wendl, M. C., Lazcano, R., Kolodziejczak, I., Song, Y., Govindan, A.,
Demicco, E. G., Li, X,, Li, Y., Sethuraman, S., Payne, S. H., Fenyd, D., Rodriguez,
H., Wiznerowicz, M., Shen, H., ... lavarone, A, Clinical Proteomic Tumor Analysis
Consortium (2023). Integrative multi-omic cancer profiling reveals DNA methylation
patterns associated with therapeutic vulnerability and cell-of-origin. Cancer
cell, 41(9), 1567—-1585.€7.

125. Wang, J. M., Hong, R., Demicco, E. G., Tan, J., Lazcano, R., Moreira, A. L.,
Li, Y., Calinawan, A., Razavian, N., Schraink, T., Gillette, M. A., Omenn, G. S., An,
E., Rodriguez, H., Tsirigos, A., Ruggles, K. V., Ding, L., Robles, A. I., Mani, D. R.,
Rodland, K. D., ... lavarone, A, Clinical Proteomic Tumor Analysis Consortium
(2023). Deep learning integrates histopathology and proteogenomics at a pan-
cancer level. Cell reports. Medicine, 4(9), 101173.

*126. Hu, L. S., D'Angelo, F., Weiskittel, T. M., Caruso, F. P., Fortin Ensign, S. P.,
Blomquist, M. R., Flick, M. J., Wang, L., Sereduk, C. P., Meng-Lin, K., De Leon, G.,
Nespodzany, A., Urcuyo, J. C., Gonzales, A. C., Curtin, L., Lewis, E. M., Singleton,
K. W., Dondlinger, T., Anil, A., Semmineh, N. B, lavarone, A,., ... Tran, N. L. (2023).
Integrated molecular and multiparametric MRl mapping of high-grade glioma
identifies regional biologic signatures. Nature communications, 14(1), 6066.

*127. Mu, Q., Chai, R., Pang, B., Yang, Y., Liu, H., Zhao, Z., Bao, Z., Song, D.,
Zhu, Z., Yan, M., Jiang, B., Mo, Z., Tang, J., Sa, J. K., Cho, H. J., Chang, Y., Chan,

28



K.H. Y, Loi, D. S. C.,, Tam, S. S. T., Chan, A. K. Y, lavarone, A,., ... Wang, J.
(2023). Identifying predictors of glioma evolution from longitudinal
sequencing. Science translational medicine, 15(716), eadh4181.

* 128. Malta, T. M., Sabedot, T. S., Morosini, N. S., Datta, |., Garofano, L.,
Vallentgoed, W., Varn, F. S., Aldape, K., D'Angelo, F., Bakas, S., Barnholtz-Sloan,
J.S., Gan, H. K., Hasanain, M., Hau, A. C., Johnson, K. C., Cazacu, S., deCarvalho,
A. C., Khasraw, M., Kocakavuk, E., Kouwenhoven, M. C. M., ... lavarone, A,.
(2024). The Epigenetic Evolution of Glioma Is Determined by the IDH1 Mutation
Status and Treatment Regimen. Cancer research, 84(5), 741-756.

*129. Kim, K. H., Migliozzi, S., Koo, H., Hong, J. H., Park, S. M., Kim, S., Kwon, H.
J., Ha, S., Garofano, L., Oh, Y. T., D'Angelo, F., Kim, C. I., Kim, S., Lee, J. Y., Kim,
J., Hong, J., Jang, E. H., Mathon, B., Di Stefano, A. L., Bielle, F, lavarone, A ., ...
Park, J. B. (2024). Integrated proteogenomic characterization of glioblastoma
evolution. Cancer cell, S1535-6108(23)00443-9. Advance online publication.

130. Geffen, Y., Anand, S., Akiyama, Y., Yaron, T. M., Song, Y., Johnson, J. L.,
Govindan, A., Babur, O., Li, Y., Huntsman, E., Wang, L. B., Birger, C., Heiman, D.
l., Zhang, Q., Miller, M., Maruvka, Y. E., Haradhvala, N. J., Calinawan, A., Belkin,
S., Kerelsky, A lavarone,A., ... Clinical Proteomic Tumor Analysis Consortium
(2023). Pan-cancer analysis of post-translational modifications reveals shared
patterns of protein regulation. Cell, 186(18), 3945-3967.e26.

*131. Peshoff, M. M., Gupta, P., Oberai, S., Trivedi, R., Katayama, H., Chakrapani,
P., Dang, M., Migliozzi, S., Gumin, J., Kadri, D. B., Lin, J. K., Milam, N. K., Maynard,
M. E., Vaillant, B. D., Parker-Kerrigan, B., Lang, F. F., Huse, J. T., lavarone, A.,
Wang, L., Clise-Dwyer, K., ... Bhat, K. P. (2024). Triggering receptor expressed on
myeloid cells 2 (TREM2) regulates phagocytosis in glioblastoma. Neuro-oncology,
noad257. Advance online publication.

*132. Petralia, F., Ma, W., Yaron, T. M., Caruso, F. P., Tignor, N., Wang, J. M.,
Charytonowicz, D., Johnson, J. L., Huntsman, E. M., Marino, G. B., Calinawan, A.,
Evangelista, J. E., Selvan, M. E., Chowdhury, S., Rykunov, D., Krek, A., Song, X.,
Turhan, B., Christianson, K. E., Lewis, lavrone, A, D. A., ... Clinical Proteomic
Tumor Analysis Consortium (2024). Pan-cancer proteogenomics characterization
of tumor immunity. Cell, 187(5), 1255-1277

* indicates papers in which lavarone A is corresponding author
Invited Reviews and Commentaries

1. * Lasorella A, Uo T, lavarone A. |d proteins at the cross-road of development
and cancer. Oncogene 20:8326-8333, 2001.

29



2. * lavarone A., Lasorella A. Id proteins in neural cancer. Cancer Letters 204:189-
196, 2004.

3. Perk J, lavarone A. and Benezra R. Id family of helix-loop-helix proteins in cancer
Nature Reviews Cancer, 5:603-614, 2005.

4. * lavarone A., Lasorella A. Id proteins as targets in neural cancer and tools in
neurodegenerative diseases. Trends in Molecular Medicine, 12:588-594, 2006.

5. * Lasorella A, Benezra R, lavarone A. The ID proteins: master regulators of
cancer stem cells and tumour aggressiveness. Nat Rev Cancer,14:77-91, 2014.

6. Sturm D, Bender S, Jones DT, Lichter P, Grill J, Becher O, Hawkins C, Majewski
J, Jones C, Costello JF, lavarone A, Aldape K, Brennan CW, Jabado N, Pfister
SM. Paediatric and adult glioblastoma: multiform (epi)genomic culprits emerge. Nat
Rev Cancer, 14:92-107, 2014.

7. Myc and differentiation: going against the current. lavarone A, Lasorella A.
EMBO Rep., 15:324-325, 2014.

8. * Lasorella A, Sanson M, lavarone A. The FGFR-TACC gene fusions in human
glioma Neuro-Oncology, 19:475-483, 2017 [see also EDITORIAL: FGFR-TACC
approaches the first turn in the race for targetable GBM mutations Neuro-
Oncology, 19:461-462, 2017].

9. Packer RJ, lavarone A, Jones DTW, Blakeley JO, Bouffet E, Fisher MJ, Hwang
E, Hawkins C, Kilburn L, MacDonald T, Pfister SM, Rood B, Rodriguez FJ, Tabori
U, Ramaswamy V, Zhu Y, Fangusaro J, Johnston SA, Gutmann DH. Implications
of New Understandings of Gliomas in Children and Adults with NF1: Report of a
Consensus Conference Neuro-Oncology, 22:773-784, 2020.

10. * Lasorella, A, lavarone, A. The making of the glioblastoma classification. Br
J Cancer, 125:4-6, 2021.

11. * Lasorella, A, lavarone, A. Master kinases extracted from proteogenomic
networks in glioblastoma drive cancer subtypes, Nature Cancer, 4: 159-160,
2023.

13) Patents

- Method for diagnosing and treating pediatric neoplasm (filed December 2000,
granted November 2010).

- Methods for Treating Tumors Including ENH Dislocation of Id Proteins (filed May
2005).

- Degradation Resistant Id Proteins and Uses Thereof (filed May 2006).

- Synergistic transcription modules and uses thereof (filed January 2010).

30


http://www.ncbi.nlm.nih.gov/pubmed/24442143
http://www.ncbi.nlm.nih.gov/pubmed/24442143
http://www.ncbi.nlm.nih.gov/pubmed/24457416
http://www.ncbi.nlm.nih.gov/pubmed/24614276

- Fusion proteins and methods thereof (filed July 2012, licensed to Qiagen).

- ldentification of a 5-gene signature predicting clinical outcome of patients with
brain tumors (filed December 2012).

- EGFR fusion proteins in glioblastoma (filed March 2013, licensed to Qiagen).

- An ID-2-dependent mechanism for VHL inactivation in cancer (filed December
2015).

- Clonal Evolution of Glioblastoma under Therapy (filed January 2016).

- Methods for accurate stratification of patients with glioma (filed January 2016).

- Proline hydroxylation primes protein kinases for autophosphorylation and
activation (filed July 2020).

- Method of identifying and treating mitochondrial subtype tumors (filed December
2021).

14) Selected International Media Coverage/Editorials
- BBC News, Study blames two genes for aggressive brain cancer, December 27,
2009; http://news.bbc.co.uk/2/hi/health/8426015.stm

- Canadian TV, CTV News, Two genes that drive aggressive brain cancers found
December 28, 2009;
http://www.ctvnews.ca/two-genes-that-drive-aggressive-brain-cancers-found-1.468783

- The Wall Street Journal, Some Brain Tumors Are Linked to a Gene Defect by Ron
Winslow, July 26, 2012;
https://www.wsj.com/articles/SB10000872396390444840104577551361806274348

- New Scientist, Gene fusion is behind deadly brain cancer by Hannah Krakauer,
July 26, 2012;
https://www.newscientist.com/article/dn22111-gene-fusion-is-behind-deadly-brain-cancer/

- HemOnc Today, Some cases of glioblastoma caused by two fused genes,
September 10, 2012;
https://www.healio.com/hematology-oncology/neuro-oncology/news/print/hemonc-
today/%7Bb99519b1-a715-429f-a218-5a00cac1862d%7D/some-cases-of-glioblastoma-
caused-by-two-fused-genes

- Discover Magazine, Brain Cancer Traced Back to Fused Genes by Jennifer Berglund,
January 21, 2013;
http://discovermagazine.com/2013/jan-feb/40-brain-cancer-traced-back-to-fused-genes

- The Cancer Genome ATLAS, TCGA in action, Reinvigorating GBM Research with
Hope for Future Therapies by Emma Jane Spaulding, February 21, 2013;
https://cancergenome.nih.gov/researchhighlights/tcgainaction/lavaroneGBMCaseStudy

- Futurity, Health and Medicine, Medicine gets personal to stop brain tumor “drivers”

by Wilson Valentin, August 12th, 2013;
http://www.futurity.org/medicine-gets-personal-to-stop-brain-tumor-drivers/

31


https://www.wsj.com/articles/SB10000872396390444840104577551361806274348
http://www.futurity.org/author/columbia-valentin/

- Neuroscience News, New Way to Identify Aggressiveness of Brain Tumor, January
28, 2016;
http://neurosciencenews.com/epigenetics-glioma-brain-cancer-3513/

- OncLive, The role of the Id2 protein in brain cancer, November 21, 2016;
http://www.onclive.com/conference-coverage/sno-2016/dr-iavarone-on-the-role-of-the-
id2-protein-in-brain-cancer.

- Canadian TV, Your Morning, A groundbreaking discovery in cancer research,
January 5, 2018;
https://www.ctv.ca/YourMorning/Video/A-groundbreaking-discovery-in-cancer-research--
vid1297337.

- Genetic Engineering & Biotechnology News (GEN), Mitochondria in Overdrive
Linked to Glioblastomas, January 12, 2021;
https://www.genengnews.com/news/mitochondria-in-overdrive-linked-to-
glioblastomas/.

- MedicalNewsToday, Existing drugs may cut off 'fuel supply' to an
aggressive brain cancer, January 16, 2021;
https://www.medicalnewstoday.com/articles/existing-drugs-may-cut-off-fuel-
supply-to-an-aggressive-brain-cancer.

32


http://neurosciencenews.com/epigenetics-glioma-brain-cancer-3513/
http://www.onclive.com/conference-coverage/sno-2016/dr-iavarone-on-the-role-of-the-id2-protein-in-brain-cancer
http://www.onclive.com/conference-coverage/sno-2016/dr-iavarone-on-the-role-of-the-id2-protein-in-brain-cancer

